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bursitis virus 3560. 

RNA nucleotidyltransferase, gene expression, phage T3 5398. 

RNA polymerase rpB gene, rpoC gene, phage A. gene mapping, Salmonella 
typhimurium 1239. 

tat cDNA, ADP-ATP transporter genes. nucleotide sequence, Neurospora crassa 

2. 

rRNA 16S genes, nucleotide sequence, Methanobacterium formicicum, methanogenic 
bacteria, halophilic bacteria, nucleotide sequence 4157. 

rRNA 23S genes, use, hybridization analysis, Bacillus subtilis 2909. 

tRNA Leu genes, nucleotide sequence, rats 3233. 

Saccharomyces cerevisiae genes, cloning vectors construction, Escherichia coli 
gene expression 2893. 

sak gene, Staphylococcus aureus, Escherichia coli Staphylococcus aureus neutral 
proteinase overproduction 868. 

Salmonella, plasmid scr-53, sucrose metabolism, Escherichia coli 2457. 

Salmonella typhimurium B-lactamase genes, Streptomyces lividans, gene 
expression 2924. 

scrapie agent, genes prion protein, man 5217. 

sien Forest virus +SV40 recombination, capsid protein cleavage, gene expression 
4929. 

serotypes specificity surfaces antigens DNA, Pasteurella haemolytica 5409. 

sigma factor, RNA polym: Cab regulation, sporulation, RNA biosynthesis, 


erase, 
phage T, Bacillus subtilis 4307. 

SIR gene, Saccharomyces cerevisiae 4622. 

Spiroplasma virus 4, restriction endonuclease mapping, transfection Spiroplasma 
melliferum 4209. 

spollD locus, RNA biosynthesis, RNA polymerase, Bacillus subtilis 2827. 

spore outgrowth outB gene, transformation, Bacillus subtilis 1379. 

sporulation spoOB gene, Bacillus subtilis 3414. 

SSP gene, starvation proteins. plasmid pBR322, Escherichia coli 2449. 

Staphylococcus aureus plasmids plasmid pE194, Saccharomyces cerevisiae 4758. 

Staphylococcus aureus protein A genes, gene expression Escherichia coli 
Saccharomyces cerevisiae, nucleotide sequence 3629. 

Rahs goles gene regulation, mating types specificity, Saccharomyces cerevisiae 


Streptomyces coelicolor agarase genes, gene expression, Streptomyces lividans 


Streptomyces coelicolor, isolation. gene products, antibiotics, production 919. 
Streptomyces erythreus erythromycin biosynthesis genes, gene expression, 
Streptomyces lividans 2917. 
Streptomyces lividans, gene amplification. DNA, nucleotide sequence 3232. 
Streptomyces tenjimariensis aminoglycoside antibiotics antibiotic resistance 
genes, Streptomyces lividans. association, rRNA 16S, methylation 2920. 
streptomycin phosphotransferase genes, transformation, Streptomyces griseus 1418. 
Structure, transforming DNA, induction gene amplification, amyE gene, +tmrB gene 
regions, Bacillus subtilis 5252. 
sucrose a-D-glucohydrolase genes, phage A, plaque assay. recombination, 
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Cloning, (continued) 
gene expression, mutants, Streptococcus mutans 4405 
sucrose-6-phosphate hydrolase scrB gene, plasmid pVA 1343, gene expression, 
Escherichia coli, Streptococcus mutans 4410. 
SV40 genes, gene expression, Saccharomyces cerevisiae 408. 
ig vg lactose operator, rRNA promoters, gene regulation, Escherichia coli 


synthetic single-stranded DNA, plasmid pBR327 cloning vectors 2402. 

T cell leukemia virus III, gag gene, pol gene, proteinase, Saccharomyces 
cerevisiae, gene expression 4422. 

tagatose 1,6-bisphosphate aldolase genes, Streptococcus lactis, gene expression, 

scherichia coli 2902. 

peotesiarone 16a-hydroxylase cDNA, gene regulation, sex differences, mice 

tetrahydrofolate tb a par Tpr gene, nucleotide sequence, IncFIV plasmid, 
Escherichia coli, drug resistance, trimethoprim, man, pigs 2670. 

i eee aad ee synthetase, gene regulation, gene expression, Escherichia 

1 \e 

Ti plasmid, transformation, transposons, Lycopersicon esculentum, Nicotiana 
tabacum 5408. 

tK gene, tk” phenotype, virulence, +immunization, recombination, vaccinia 
virus 939. 

Torpedo californica acetylcholine receptors a-subunits genes, Saccharomyces 
cerevisiae gene expression 4423. 

Sel gene, plasmid pRW001, curing, gene expression, Staphylococcus aureus 

toxins genes, phage H-19B, gene expression, Escherichia coli 4407. 

transcription, activators, DNA specificity, Saccharomyces cerevisiae 4388. 

transducin cDNA, nucleotide sequence, ras gene homology 5427. 

transfection, transacting factors genes, T cell leukemia virus III 5436. 

pension chloroplasts genes, DNA restriction fragments coding, Spinacea 

transformation, Escherichia coli, gene expression, prolactin, cattle 4926. 

transformation, Escherichia coli, plasmid pOM1, restriction endonuclease mapping, 
Butyrivibrio fibrisolvens 3378. 

transformation methodology, Acetobacter aceti 2394. 

transformation, plasmid pNF101, Saccharomyces cerevisiae, RAD10 gene, gene 
expression, nucleotide sequence, Escherichia coli 2939. 
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Cloning vectors, (continued) 

construction, plasmid pMK2, Neurospora intermedia mitochondria plasmids, ga2 
gene, transformation Neurospora crassa 907 

construction, plasmid pR4C1+phage R4 cosmids, Streptomyces lividans 2422. 

construction, plasmid R300B, antibiotic resistance genes cloning, gram-negative 
bacteria 1933. 

construction, Saccharomyces cerevisiae genes cloning, Escherichia coli gene 
expression 2893. 

construction, tetracycline resistance genes, nucleotide sequence, Escherichia 
coli, Bacillus subtilis 3394. 

construction, yeasts 902. 

cosmids, construction, positive selection DNA fragments insertion, maintenance 
DNA biosynthesis, Escherichia coli, Saccharomyces cerevisiae 3903 

oer gene libraries construction, identification genes, Spirulina platensis 

cosmids, plasmid pNNL, insertion sequence 1, fragments, nucleotide sequence 4886. 

cDNA, nucleotide sequence, T cell leukemia virus, plasmid pHTLV 707 gene 
expression, gene products pX IV region, glycoproteins antigen 
(leukemia-associated), +cloning 597. 

eae coli, fructose-bisphosphate aldolase, mRNA species, hepatoma cells, 
rats h 

Escherichia coli, maltose utilization MAL gene, yeasts transformation 1918 

Escherichia coli Streptococcus faecalis 2894 

eukaryotes genes, genes fragments, antigen T gene fusion, SV40 4382 

F’ factor, phage, repressors, gene expression, promoters, Escherichia coli 1416 

fusion, ie P2 promoter, lacZpo promoter, formation, rac promoter, Escherichia 
coli 4884. 

§-D-galactosidase gene fusion, genetic engineering, Escherichia coli 4875. 

gene expression, insertion sequences, murine leukemia virus 4379. 

gene expression, proinsulin production, Escherichia coli 924. 

heat shock genes, transfection, gene expression, Drosophila 2895. 

kanamycin antibiotic resistance, plasmid pLD720, Escherichia coli 4883. 

liquid culture, use, plasmids DNA, autonomously replicating sequence DNA 
isolation, transformed cells, Neurospora crassa 1411 

markers, streptomycin antibiotic resistance, genes, cloning, Streptomyces griseus 
5411, 

Moloney leukemia virus, retrovirus, recombinants, transfection, host range, 
mammalian cells 908. 


transformation, plasmids, LEU gene, Saccharomyces cerevisiae, Schizosaccharomyces neo gene, SVtk promoter, Moloney leukemia virus, gene expression, transfection, 


pombe 2866. 

transformation, Ti plasmid, antibiotic resistance, transposons, Agrobacterium 
tumefaciens 3380. 

ee Vibrio cholerae hemolysins genes, gene expression, Escherichia 
coli . 

Eaecrninges gene, papilloma virus (bovine) 5435. 

transposon Tc1, restriction fragment length polymorphism, DNA probes, flanking 
region, unc-22 gene, Caenorhabditis elegans 388. 

transposon Tn917, transposition, plasmid pTV1, Bacillus amyloliquefaciens 4400. 

transposons, restriction endonuclease mapping, RNA biosynthesis, genes colicins, 
ColE9-5 1658. 

trc promoter, phage SPO1, Bacillus subtilis 2439. 

trimethoprim drug resistance genes, R factors, pPg2 plasmid, Pseudomonas syringae 
glycinea 2455. 

troponin T isoforms genes, splicing variation, MRNA biosynthesis, gene regulation 
3423. 


trp operon, gene expression, plasmids, radioactive labelling, Escherichia coli 
4921. 
tryptophan trpB gene, Brevibacterium lactofermentum, gene expression, plasmid 
pBR322, Escherichia coli 4939. ; 
B-tubulin genes mutation, nucleotide sequence analysis, gene mapping, 
chromosome 6, Saccharomyces cerevisiae 3686. 
tyrocidine synthetase, genes, Bacillus brevis, gene expression, Escherichia coli 
2452. 
tyrosine protein kinase genes, characterization, lymphoma, mice 3404. ; 
U.V. radiation resistance genes, plasmids, plasmid pHV1301, Streptococcus lactis 
1382. 
use, Epstein-Barr virus gene expression, Raji cells 1366. 
var1 gene, nucleotide sequence, Torulopsis glabrata, homology, Saccharomyces 
cerevisiae 1697. ‘ . 
Vibrio cholerae antigens genes, gene expression, Escherichia coli, use, vaccines 
4399. 
Vibrio vulnificus, chitinase, chitobiase, genes, transformation, gene expression, 
Escherichia coli 3929. y 
virulence, invasiveness, plasmids, DNA, Escherichia coli, Shigella flexneri 1438. 
visna virus, restriction-modification DNA fragments, plasmids, herpes simplex 
virus 1, SV40 2936. ae , 
D-xylose, uptake, activity, mutants, genes, Escherichia coli 2378. 
ellow fever virus, RNA 3'-terminus nucleotide sequence 4559. — 3 
ymomonas mobilis, plasmid pOD118, raf operon, plasmid R68.45, Escherichia coli 
3405. 
Cloning vectors, 
Acinetobacter, transformation 402. 
adeno-associated virus, transfection, integration, HeLa cells, 239 cells, 
methodology 898. 
adeno-associated virus, transfection, neomycin antibiotic resistance genes, 
mammalian cells 400. : 
adenovirus, transfection, overproduction, modification, gene products, mammalian 
cells 2420. 
cellulase gene expression, cellulose biodegradation, Rhodobacter capsulatus 4889. 
cloning, genetic engineering, biotechnology, microorganisms 413. 
conjugation, Cyanophyta, restriction endonuclease mapping, plasmids, 
Synechocystis 228. 
construction, Acetobacter aceti 2419. ; 
construction, aminoglycoside phosphotransferase genes cloning 2888. . 
construction, Anacystis nidulans plasmid pANL replication origin, Escherichia 
coli plasmid pDPL 13 1930. 
construction, ARS sequence derivatives genomes, Candida maltosa 4876. 
construction, Bacillus subtilis, Escherichia coli 901. _ 
construction, Bacillus subtilis growth hormone secretion, Bacillus 
amyloliquefaciens neutral proteinase genes 3392. 
construction, Epstein-Barr virus gene mapping, transfection, HeLa cells, man 755 
construction, mutation frequency, papilloma virus (bovine) containing, plasmid 
pBR322 1932. 
construction, phage M13 903. — 
construction, phage M13, site-directed mutagenesis 897. 
construction, plasmid pHY300PLK, Escherichia coli, Bacillus subtilis 3393. 


carcinoma embryo cells 3902. 

papilloma virus (bovine) 1, +plasmids, preproinsulin genes gene expression, rats 
4892. 

papillomavirus (bovine), pro-opiomelanocortin, gene expression, gene regulation, 
mammalian cells 2348. 

phage 4, B-glucan biodegradation genes cloning, Clostridium thermocellum 
863. 

phage A, gene regulation, characterization, books 1999. 

phage Agt11, cDNA cloning, estrogens receptors genes, cattle 2391. 

phage M13, single-stranded cDNA probes, genetic engineering 4381. 

phage M13, transduction, uracil-DNA-glycosylase deficient mutant isolation, 
characterization, nuclei, Saccharomyces cerevisiae 4908. 

phage ANcl, Neurospora crassa aro gene cloning, Escherichia coli, gene 
expression 1906. 

phage SPP1, inversion, deletion mutant 1731. 

phage X174, lysis genes, plasmid pUH84 4879. 

phage 0105, sporulation spolVC gene transduction, Bacillus subtilis 1907. 

phage 105, promoters, Bacillus subtilis 3395. 

phages, antigens cDNA gene libraries, gene expression Escherichia coli, blood 
stages Plasmodium falciparum 4417. 

phages, Bacillus subtilis, DNA (cytosine-5-)-methyltransferase, gene expression, 
Escherichia coli 4421. 

plasmid BR322, Methanococcus voltae genes cloning, Escherichia coli, gene 
expression 1920. 

plasmid CloDF13, construction, Escherichia coli, Bacillus subtilis 1931. 

plasmid mMFY31, construction, plasmids, gram-negative vacteria, Pseudomonas 
putida 2890. 

plasmid pANK-12, plasmid pANH-1, plasmid pPL2, Escherichia coli 4885. 

plasmid pBR322, B-D-galactosidase genes markers, transformation, 
Streptococcus thermophilus 3905. 

plasmid pBR322, SSP gene, starvation proteins, cloning, Escherichia coli 2449. 

plasmid pBR327, synthetic single-stranded DNA cloning 2402. 

plasmid pBT1, antibiotic resistance, amikacin, sulfomycin, genetic markers, 
Streptomyces griseobrunneus 4372. 

plasmid pCT571, Bacillus subtilis gene libraries, Escherichia coli 4394. 

plasmid pDSP1, construction, eukaryotes genes, +regulatory elements analysis, 
plasmids 4378. é 

plasmid pHSG664, selection, streptomycin, ampicillin antibiotic resistance 3906. 

plasmid pJP102, transformation, gene transfer, Neurospora crassa 904. 

plasmid pLS101, recombinants isolation, Streptococcus pneumoniae 899. 

plasmid pMG101, construction, plasmids, Gluconobacter suboxydans, Escherichia 
coli 2891. 

plasmid pMM102, microcin B17 genes, growth inhibition, Escherichia coli 4377. 

plasmid pSB 24.1, Streptomyces rimosus 2892. f 

plasmid pSH71, plasmid pCK1, plasmid pCK17, plasmid pCK21, Streptococcus lactis, 
cloning, Bacillus subtilis 4370. k : 

plasmid pTi, Glycine max heat shock proteins genes, transformation, tumor cells, 
Helianthus annuus 3419. ; 

plasmid pUC9, construction, restriction endonuclease mapping, DNA, chloroplasts, 
Carthamus tinctorius 729. ; 

plasmids, antibiotic resistance, mutants sensitivity, Zymomonas mobilis, 
Escherichia coli 4890. 

plasmids, Bacillus subtilis 4371. 

plasmids, Bacillus subtilis, Bacillus stearothermophilus 2421. 

plasmids, cattle prochymosin cDNA expression, transformation, Escherichia coli 
4393. 

plasmids, characterization, plasmid pFL20 stability, segregation, 
Schizosaccharomyces pombe 4380. 

plasmids, construction, Saccharomyces cerevisiae ADH1 gene, + Plasmodium knowles! 
CS gene, CS gene gene expression, gene products antigens 935. 

plasmids, copy number control, Saccharomyces cerevisiae 4878. 

plasmids, genes cloning, gene expression 2889. 

plasmids, rats cytochrome P450 cDNA, association monooxygenase activity, 
transformation, Saccharomyces cerevisiae 4903. 

plasmids, recombinants, variola virus, storage safety 5394. 

plasmids, ribosomes binding sites, gene expression, man interleukin 2 genes, 
Escherichia coli 4881. 
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Cloning vectors, (continued) 
plasmids, selection, endodeoxyribonuclease EcoR! inactivation genes 5390. 
plasmids, transformation, protoplasts, Streptomyces granaticolor 3376. 
plasmids, use, yeasts mitochondria DNA, oli-1 gene, transformation cells yeasts 
2426. 
plasmids, +viruses, plasminogen activator light chains, gene transfer, gene 
expression, man 5437. ; 
positive selection, gene libraries, genetic engineering, Schizosaccharomyces 
pombe, Saccharomyces cerevisiae 4880. 
promoters, gene regulation, transposon Tn10, plasmid pBR322 4887. 
recombination plasmids, diuron resistance, transformants, Saccharomyces 
cerevisiae 4384. 
replication origin, plasmids TiC58, Agrobacterium rhizogenes, transformation 
2240. 
retrovirus, +exogenous DNA, gene transfer, transfection, hematopoiesis stem 
cells, mice 3409. 
retrovirus, ras gene transfection, urinary bladder, man 1910. 
secretion, Bacillus licheniformis, a-amylase, cloning, heat resistance, gene 
expression 3908 
single-stranded DNA, restriction endonuclease mapping 3904. 
SV40, Epstein-Barr virus nuclear antigen deletion mutants effects on gene 
expression 5297 
tac promoter, gene regulation, gene amplification, proteins overproduction 4877, 
Ti plasmid, Agrobacterium tumefaciens, Agrobacterium rhizogenes, transformation, 
Lycopersicon esculentum, Medicago 3382. : 
Ti plasmid, Agrobacterium tumefaciens, T- DNA gene fusion, gene expression, 
Nicotiana tabacum 5410. 
Ti plasmid, plasmid NJ5000, Agrobacterium tumefaciens 1413. 
transfection, adenovirus (human) 5, adenovirus (human) 3, cell lines 1367. 
transformation frequency, DNA homology, plasmids rescue, Streptococcus mutans 
3375. 
transformation, genetic markers, oligomycin antibiotic resistance, Aspergillus 
nidulans 905. 
transformation, photosynthesis mutants, Anacystis nidulans 401. 
transformation, single-stranded oligodeoxyribonucleotides, site-directed 
mutagenesis, Saccharomyces cerevisiae 4871. 
transposon Tn5, nodulation nod gene, Rhizobium meliloti 2903. 
transposons, phage Mu, insertion, induction, transposon Tn903, kanamycin kinase 
genes, gene fusion 4882. 
use, gene fusion, gene Ill, proteins production, phages 1412. 
use, plasmids, isolation, Micromonospora zionensis, Micromonospora rosaria 4373. 
vaccinia virus, prepro enkephalins gene expression, proteins processing, cell 
lines, Mammalia 4424. 
vaccinia virus, viruses giycoproteins gene expression, surfaces sites, epithelium 
cell lines, dogs 5421. 
viruses, transfection, CDNA, methodology 399. 
Zymomonas mobilis, plasmid pZM3, hybridization, plasmid pACYC184, 
characterization 3391. 
Closterovirus, 
particles, association, leafroll diseases, Vitis vinifera 576. 
Clostridium acetobutylicum, 
6-D-glucosidase, cellulase, genes, cloning, gene expression, plasmid pHZ100, 
Escherichia coli 3933. 
protoplast fusion, gene transfer 1396. 
transformation, antibiotic resistance piasmids, Streptococcus sanguis, 
Streptococcus faecalis, Streptococcus lactis 4841. 
Clostridium acidiurici, 
cloning formyltetrahydrofolate synthetase genes, Escherichia coli gene 
expression, hybridization analysis 3948. 
Clostridium pasteurianum, 
galactokinase, galK locus, cloning, Escherichia coli, gene expression, nucleotide 
sequence 2438. 
nitrogenase genes, cloning, nucleotide sequence 4694. 
Clostridium perfringens, 
nucleic acids content, washing buffers effects on 3608. 
plasmids extraction 1129. 
sanguinarine binding, DNA 3163. 
Clostridium tetani, 
toxins, cloning, nucleotide sequence, gene expression, Escherichia coli 409. 
Clostridium thermocellum, 
as genes, cloning, gene products characterization, homology endoglucanase 
4434 


endoglucanase C, celC gene cloning, Escherichia coli 4899. 
6-glucan biodegradation genes, cloning, phage \ cloning vectors 863. 
Clusters, 
gene mapping, sequence identification analysis hybrids plasmids complementation 
patterns, Bacillus subtilis 1260. 
histones genes, gene expression, MRNA levels, mice 3357. 


homeo box clusters, cloning, gene expression, homology, Hox-2 locus, chromosomeCold acclimation, 


11, mice 5415. 
homeo box genes, organization, nucleotide sequence, gene expression, 
developmental stages, mice 5141. 
peptides, isoelectric focusing patterns, relationship DNA nucleotide sequence, 
rocL gene, species, Nicotiana 5154. 
rRNA genes, transcription, cell culture, man 3134. 
CMP-N-acetyIneuraminate-galactosy!-glycoprotein sialyltransferase, 
inhibition, metastases, sialic acid nucleosides conjugate, mice colon 
adenocarcinoma 3051. 
Coagulation, 
spiral molecules 1796. 
Coagulation factor IX, 
genes, deletion, DNA hybridization analysis, hemophilia patients, man 3696. 
phages recombinants, gene mapping, DNA nucleotide sequence, man 4640. 
Coagulation factor Vili, 
genes, restriction fragment length polymorphism, hemophilia heterozygote 
detection, case reports, man 719. 
Lai +antigens distribution, protein biosynthesis sites cells, tissues, man 
Coagulation factor X, 
cDNA, nucleotide sequence, liver, man 5228. 
Coagulation factor Xl, 
cDNA cloning, nucleotide sequence homology serine proteinase, man 4173. 
Coal dust, 
effects on Ames test sister chromatid exchange micronuclei, rats, mice 2973. 
Coat protein, 
amino acid sequence, genomes nucleotide sequence, plant viruses 1733. 


Cold shock, 
Coleoptera, 


Collagen, 


Coat protein, (continued) 
cistions, location, beet necrotic yellow vein virus 1123. ’ | 
formation, phages like particles formation, phage M13, +plasmid pUR222 hybrids | 

DNA, transformation, Escherichia coli 4432. J 
genes, tobacco mosaic virus. gene expression, Nicotiana tabacum, 
cross-protection, pathogenesis 2914. i 
interaction, RNA, binding sites, alfalfa mosaic virus 1291. ; 
papaya mosaic virus, protein biosynthesis, association, RNA, transcription, f 
hybridization analysis, characterization 1096. 
RNA, infectivity, carnation ringspot virus. separation techniques 4050. 
RNA polymerase (RNA-dependent), lysis. genes, overlaid genes, sequence | 
requirements, coding capacity. phage MS2 5051. 
tobacco mosaic virus, encapsidation, chloroplasts RNA, hosts 2106. \ 
Cobalt, 
Bisecine induction erythropoietin MRNA levels. rats 4563. 
Coccidioides immitis, 
DNA quantitation 4586. 
Cochliobolus heterostrophus, 
protoplasts, plasmids transformation, Aspergillus nidulans amdS gene 1916. 
Coding, 
seele sequence requirements, overlaid genes, phage MS2 S051. _ 
codons, DNA, probilities, Escherichia coli, yeasts, man, mice, comparison 711. 
mitochondria aap1 gene gene products, synthetic mitochondria vt 
adenosinetriphosphatase subunit 8 genes, construction, Saccharomyces cerevisiae 
3207. 

mitochondria proteins, nuclei genes, reviews. Saccharomyces cerevisiae 4502. 

non, regions, 5'-terminus, +3™-terminus ONA nucleotide sequence analysis, arg4 
gene, Saccharomyces cerevisiae 3206. « 

nuclei, +mitochondria coding components, requirements, ribonuclease P activity. 
mitochondria, Saccharomyces cerevisiae 4946. 

transcription enhancement activity, repeated sequence, enhancer sequence | 
deletion, mutants, SV40 3359. 

transposase, insertion sequence IS50, end nucleotide sequence selection. bacteria | 
4350. 

Codons, 

alternate start, identification, initiation translation, nonstructural proteins, 
protein P, Sendai virus 2038. 

anticodons complex, tRNA, ribosomes, models 573. 

anticodons, offset pairing, tRNA frameshift mutant, models 3544. 

AUG, gene regulation, GCN4 gene, amino acids biosynthesis, Saccharomyces 
cerevisiae 4800. 

base composition, homeotherms, Vertebrata 1235. 

choice, degeneracy, polydeoxyribonucleotides nucleotide sequence constraints, 
statistical analysis, Escherichia coli, phage A, phage T7 5046. 

coding, DNA, probilities, Escherichia coli, yeasts, man, mice, comparison 711. 

composition, endodeoxyribonuclease effects on nucleotide sequence, amino acid 
composition, role evolution 3952. 

frequency, mitochondria DNA, evolution, Drosophila yakuba, Drosophila 
melanogaster 2731. 

initiation, protein biosynthesis, carbamoyl-phosphate synthetase (ammonia) carA 
gene, Escherichia coli 4540. 

initiation, site-directed mutagenesis, DNA, use nucleotides analogs, cauliflower 
mosaic virus 5122. 

insertion, mutagenesis, cloning, plasmid pBR322, methodo 1408. 

we. prochymosin cDNA gene expression, plasmids, Escherichia coli, cattle 
4435. 

protein biosynthesis, rates, Escherichia coli 2538. 

reading context sensitivity, effects on, nucleosides modification, suppressors 
tRNA, mutants strains, Escherichia coli, Salmonetia typhimurium 4525. 

recognition, anticodon loop, tRNA Gly SUF 16 gene, frameshift mutant suppression. 
protein biosynthesis, Saccharomyces cerevisiae 572. 

5'-terminus, gene frequency, Escherichia coli 1657. 

third position, role, cystosine stability, double helix stability, guanine, 
+cystosine content homogeneity 1530. 

use, genetic code, thermodynamics, viruses, theories 2768. 


caffeine effects on DNA, endodeoxynuclease 3435. 
Coiling, 


DNA, distribution, linkage quantitation, relationship 246. 
Id, 


sensitivity, hsp70 protein, mutation YG101 gene, +¥G103 gene, Saccharomyces 
cerevisiae 3345. 

sensitivity, lethality mutation, NDC1 gene. Saccharomyces cerevisiae 3702. 

sensitivity, plasmid PC194 transfer, recombination deficient mutant, deletion 
sites, Bacillus subtilis 4338. . 

sensitivity, suppressor mutant, characterization, ssy gene. gene mapping, 
Escherichia coli 5248. 

temperature, DNA, RNA, conformation transitions, |.R. spectroscopy 1280. 


induction MRNA population changes, Spinacea oleracea 3848. 
effects on ribosomes proteins composition, liver, mice 1563. 


regurgitant, ribonuclease activity. role, disease transmission. plant viruses. 
plants 2945. 
Colicin E2, 
epson: De nucleotide sequence, amino acid sequence predictions, Escherichia 
coli y 
Colicins, - 
genes, ColE9-5, restriction endonuclease mapping, cloning, RNA biosynthesis, 
transposons 1658. 


a2-chain, fibronectin, gene expression, v-mos gene transformation, 3T3 cells, 
mutants, mice 3379. 

gels, prolactin, RNA biosynthesis. milk proteins, 9,10-dimethyl-1,2-benzathracene 
carcinoma, breast, rats 1103. 

genes, gene mapping, man 1266. 

genes mapping, restriction endonuclease mapping, hybridization analysis, 
chromosome 12, chromosome 2, man 2209. 

hydration, conformational analysis 3283. | 

MRNA levels, differentiation effects on. teratocarcinoma cell lines, mice 157. 

Type | genes, activation, MRNA. scleroderma fibroblasts, man 3334. 

type IX genes, nucleotide sequence. structure, chickens 1264. 


a1-Collagen, 


type |, genes, deletion mutant, nucleotide sequence analysis, osteogenesis 
impertecta cell lines. man 3251. 
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Colletotrichum lindemuthianum, 

interaction Phaseolus vulgaris, PAL gene, +CHS gene Phaseolus vulgaris, gene 

expression, + activation, infected tissues, tissues wounds 5337. 
Colloids, 
aed nucleic acids detection, methodology, gold dyes, nylon filters 636. 
jon, 
carcinoma, fluorouracil+ interferon immunotherapy, liver metastases, carcinoma 14 
carcinoma, 5-fluoro-2'-deoxyuridine, mitomycin C, carmustine, combination 
chemotherapy, case surveys, man 3526. 
carcinoma, 5-fluorouracil, intravenous administration, peritoneum administration, 
comparison 1013. 
mucosa, phosphodiesterase 1, isotypes, characterization, rats 2944. 
phorbol, bile acids, effects on ornithine decarboxylase activity, DNA 
biosynthesis, Structure-activity relationships, rats 342. 

xenograft, fluorouracil+5-ethyl-2'-deoxyuridine, antitumor activity, man 15 
Colony-stimulating factor, 

granulocytes, genes nucleotide sequence, cDNA nucleotide sequence, mRNA splicing 

alternative, man 4737. 


effects on, synthetic polyribonucleotides, bone marrow, irradiated mice 3458. 
genes structure, restriction endonuclease mapping, in situ hybridization, 
chromosome 5, gene libraries, man 3719. 
Bc ecnciesis, cDNA, cloning, tumorigenicity, transformation, cells, mice 3374. 
lor, 
light, development inhibition, mRNA, clones, chloroplasts, Nicotiana tabacum 140. 
Colorectal, 
polyps, eat on (mononuclear), N-acetoxy-N-2-fluorenylacetamide induction 
unscheduled DNA repair synthesis, patients, man 4261. 
Column chromatography, 
NENSORB, DNA fragments purification methodology, agarose gel electrophoresis, 
genetic engineering 5077. 
reversed-phase, DNA nucleotide sequence determination methodology, solid phase 
methods, automated methods, genetic engineering 5185. 
Sephadex centrifugation, cDNA purification methodology, genetic engineering 5076. 
Ultrogel A2, RNA removal, plasmids isolation methodology, genetic engineering, 
Escherichia coli 3603. 
Compactin, 
inhibition, DNA repair, replication, protoplasts, Daucus carota 329. 
Com lon, 
DNA, globulins dimensions, low molecular weight solvents 773. 
OSes on, function, structure, DNA, protons addition, phage \ corpuscles 
low molecular weight DNA, liquids crystals formation, kinetics, C.D. 779. 
states, closed circular DNA, helix elasticity 1279. 
structures, DNA, dioxane effects on, helix segments, solutions 1641. 
Competence, 
gene regulation, platelets growth factors, double-stranded RNA, cells 4294. 
induction, culture filtrates containing competence factor, transformation, 
species identification, Streptococcus sanguis 3884. 
Competence cells, 
protoplasts, plasmids DNA, comparison single-stranded, +double-stranded, Bacillus 
subtilis 1445. 
Competence factor, 
culture filtrates containing, induction competence, transformation, species 
identification, Streptococcus sanguis 3884. 
intracellular, gene products, c-myc gene, stimulation DNA biosynthesis, 
microinjection, 3T3 cells, mice 2314. 
Complement component C1 inhibitor, 
cDNA clones isolation, nucleotide sequence, homology serine proteinase 
inhibitors, man 5223. 
Ls pahbegla component C3, 
cDNA, nucleotide sequence, polymorphism, structure-activity relationships, man 
5215. 
al ep anal component C4, 
cDNA clones isolation, liver, mice 3664. 
gene expression, nucleotide sequence, histocompatibility locus H-2 genetic 
control, mice 837. 
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japonicum 5303. 

lacZ gene, psi locus, Salmonella typhimurium, phosphate, gene regulation, phoA 
locus, Escherichia coli 3352. 

lacZ gore, uxaB gene, nucleotide sequence, gene regulation, Escherichia coli 
4160. 


lacZ operon, oxrA locus, oxrB locus, oxi operon, gene regulation, Salmonella 
typhimurium 2825. 

levansucrase genes, sacB gene gene regulation, 5’-terminus noncoding sacR region, 
regulatory target sites, Bacillus subtilis 4792. 

lux gene, flagella genes, luminescence induction, regulation gene expression, RNA 
biosynthesis, Vibrio parahaemolyticus 3859. : 

nad A ala lac gene, NAD biosynthesis, gene regulation, Salmonella typhimurium 
1337. 


nod genes, lacZ gene, nodulation, gene regulation, Rhizobium leguminosarum 3340. 
nor gene, B-endorphin genes, man, plasmids, gene products secretion, 
Escherichia coli 2858. 
plasminogen activator light chains gene transfer, gene expression, man 5437. 
proteins, gene products isolation, adenovirus (human) 2 early region, Escherichia 
coli 1434. 
ptsM/pel locus+lacZ gene, Escherichia coli 1870. 
subtilisin, 8-D-galactosidase, mutants, gene regulation, protein 
biosynthesis, RNA biosynthesis, Bacillus subtilis 4824. 
SV40 genes, +MGH gene, effects on tumorigenesis, transgenic mice 1443. 
tatlll gene, 3-D-galactosidase, trans-activation, immunoprecipitation fusion 
proteins, T cell leukemia virus Ill 5406. 
thiol proteinase, calcium-binding protein, calcium-dependent proteinase, 
nucleotide sequence, cDNA, evolution 4715. 2 
thymidine kinase genes, Herpes simplex virus, gene expression, Saccharomyces 
cerevisiae 2921. 
tropomyosin, +protein tyrosine kinase nucleotide sequence, oncogenes cDNA, colon 
carcinoma, man 1749. ’ 
use, hsp26 gene gene expression, Drosophila melanogaster 5325. 


Gene libraries, 


Bacillus subtilis, cloning vectors, plasmid pCT571, Escherichia coli 4394 
chronic myeloid leukemia, hybridization analysis, gene expression, DNA probes, 
diagnosis 1702. 
cloning, gene amplification, cosmids, Mycobacterium, Salmonella typhimurium, 
Streptococcus mutans 4836. 
cloning vectors, positive selection. genetic engineering, Schizosaccharomyces 
mbe, Saccharomyces cerevisiae 4880. 
cohesive ends, DNA, cloning 4932. } 
colony-stimulating factors genes structure, restriction endonuclease mapping, in 
situ hybridization, chromosome 5, man 3719. 
complement component C4, sex-limited proteins cDNA clones isolation, liver, mice 
3664. 
construction, cosmids cloning vectors, identification genes, Spirulina platensis 
5350. 
cDNA, antigens, phages cloning vectors, gene expression Escherichia coli. blood 
stages Plasmodium falciparum 4417. 
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Gene /ibraries, (continued) 
cDNA, cloning, avian infectious bronchitis virus 916. ; 
expiession, phage \ ati, screening methodology, use biotin, 
avidin+horseradish peroxidase, antibodies, genetic engineering 5391. 
extrachromosomal closed circular DNA, detection transposons like repeated 
sequence, thymocytes, mice 3741. 
gene mapping, fibrinogen, a-chain, B-chain, y-chain, genes, cDNA, 
chromosomes, hybridization analysis 1256. { 
immunoglobulins variable region heavy chains genes, isolation, nucleotide 
sequence analysis, BALB/c cells 3222. s 
isolation «-L-fucosidase cDNA clones, nucleotide sequence determination, 
hepatoma, man 4145. ; ‘ : F 
linkage, chromosomes jumping gene libraries, cosmids, genetic engineering 
Mammalia 4385. 
phage i, screening, genetic engineering, Drosophila 3866. 
G + C-rich DNA families repeated sequence identification, nucleotide sequence 
analysis, man 4130. , 
Saccharomyces cerevisiae, DNA polymerase |, genes, isolation, DNA 4581. 
Saccharomyces cerevisiae, PHO4 Era complementation, hybridization analysis 4717 
screening, identification mitochondria DNA like nucleotide sequence, nuclei 
jenomes, man 4140. 
SIR gene isolation, cloning, hybridization analysis, Saccharomyces cerevisiae 
4622, 
storage, screening, CDNA recombinants 4344. ’ 
virulence genes, plasmid pTiBo542, restriction endonuclease mapping, cloning, 
Agrobacterium tumefaciens 4685. 
Gene localization, 
a-amylase genes, chromosome 5, chromosome 7, Secale cereale 3761. 
fosfomycin, gentamicin, kanamycin, tobramycin, drug resistance genes, 
chromosomes, strains, Staphylococcus aureus 3678. 
Gene manipulation, ’ 
preparation subunits vaccines, synthesis antigenic determinants protein 
biosynthesis, Saccharomyces cerevisiae 3388. 
Gene mapping, 
actin genes, restriction fragment length polymorphism, DNA duplication, 
Dictyostelium discoideum 2703. t 
alcohol dehydrogenase alcA gene, alcR gene, RNA biosynthesis, gene expression, 
Aspergillus nidulans 732. 
amu genes, Escherichia coli 2633. 
a1-antitrypsin, hybridization analysis, chromosome 14, man 2215. 
aroL gene, cloning, shikimate kinase !!, Escherichia coli 267. 
Ascomycetes, Neurospora, reviews 513. 
G-L-aspartylhydroxamic acid resistant mutant, Saccharomyces cerevisiae 665. 
auxotrophy, mutants, Saccharomyces cerevisiae 229. 
biotechnology, microorganisms, reviews 4002. 
calliphorin genes, gene families, chromosome 2, Calliphora vicina 4681. 
capsid protein genes, poliovirus 2, requirements neurovirulence, mice 2167. 
cell division dicA gene, Escherichia coli 2285. 
cell division dicB gene, Escherichia coli 2285. 
cell surface E-7 antigens, chromosome 11, man 2199. 
cellulase cel gene, plasmid pMMB34, cloning, Erwinia chrysanthemi 2280. 
centromeres, gynogenesis, Xenopus laevis 3231. 
characterization, 8-D-glucanase, mutants, cloning, Bacillus subtilis 1656. 
characterization, Bacillus subtilis 1656. 
che gene mutants, complementation, Salmonella typhimurium 1720. 
chlorophyll apoproteins genes, hybridization analysis, chloroplasts DNA, Pisum 
sativum 5172. 
X chromosome, use restriction fragment length polymorphism, man, reviews 1513. 
chromosome 2, apolipoprotein B, nucleotide sequence, man 1083. 
chromosome 21, a-interferon, +B-interferon binding sites genes, man 2226. 
chromosome 4, a-interferon genes, mice 4178. 
chromosome 5, man, hybridization analysis, CHO cells hybrids, methodology 2222. 
chromosome 6, B-tubulin genes mutation, Saccharomyces cerevisiae 3686. 
chromosome 6, histocompatibility locus HLA, factor B genes, +glyoxalase genes, 
diabetes mellitus patients, chromosome 6, gene mapping histocompatibility locus 
HLA, factor B genes, glyoxalase genes, diabetes mellitus patients 3701. 
chromosome 7, genes rearrangement, Saccharomyces cerevisiae 1685. 
chromosome 9, Wx locus mutation, Zea mays 1409. 
chromosomes, cONA membrane glycoproteins antigens mRNA, metacyclic stage, 
Trypanosoma brucei rhodesiense 3735. 
chromosomes, Saccharomyces cerevisiae, reviews 2233. 
cloning, cytotoxins genes, Escherichia coli 3227. 
cloning, flavoproteins dfp gene, Escherichia coli 1935. 
cloning, genes, aerobactin biosynthesis, plasmid pColV, Escherichia coli 2253. 
cloning, gnt operon, gluconate permease, gluconate kinase, host systems, enzymes, 
operons, Bacillus subtilis 1659. 
cloning, loci, host range, nodulation, Rhizobium leguminosarum trifolii 3264. 
cloning, peroxisomes proteins, Candida tropicalis 662. 
cloning, recN gene, Escherichia coli 2248. 
cloning, tetrahydrofolate dehydrogenase dfrA gene, plasmid pER1, Bacitius 
suotilis 700. 
cloning, WHI2 gene, Saccharomyces cerevisiae 2864. 
collagen genes, hybridization analysis, man 1266. 
comparison, man, mice, reviews, cats 5007. 
complement component C6, chromosome 15, mice 2717. 
t complex wild type, +t haplotype, genetic markers, chromosome 17 proximal 
regions, mice 5155. 
conjugation frequency, Apasties pULB113, Aeromonas hydrophila 3234. 
pep ak atthe plasmid SVP1, plasmid SVP2, plasmid SVP3, Streptomyces venezuelae 


cosmids, Aspergillus nidulans 2639. 

cosmids, cloning, Pseudomonas fluorescens mutants, antagonism, Pythium ultimum, 
use, biological control 2932. 

coupling factor 1 genes, cyanelles, Cyanophora paradoxa 692. 

cytochrome c oxidase subunit 1 COI gene, mitochondria, Podospora anserina 1188. 

cytochrome oxidase subunit 2 genes, mitochondria genomes, use hybridization 
analysis, Hansenula saturnus 1187. 

cytochrome P450 genes, chromosome 4, DNA, restriction endonuclease mapping, 
hamsters 1763. 

defective mutant, auxotrophs, Streptomyces peucetius caesius 710. 

defective mutant, phenyl acetate biodegradation, Escherichia coli 1204. 

DNA, mitochondria, Candida rhagii 689. 

DNA nucleotide sequence, paeces recombinants, coagulation factor IX, man 4640. 

cDNA, genes, hybridization analysis, genes, Sendai virus 3650. 

DURM gene, mRNA levels, regulation, ureaamidolyase synthesis, use cloning. 
Saccharomyces cerevisiae 1330. 
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elastin CDNA cloning, hybridization analysis. chromosome 2, man 2200. 

endocrine diseases neoplasia. restriction fragment length polymorphism, linkage 
analysis, man 2204. , | 

Epstein-Barr virus, construction cloning vectors, transfection, HeLa cells, man | 
755, 

Escherichia coli, toxins, genes, chromosomes, argE locus, Shigella dysenteriae 
4701. | 

Escherichia coli, urinary tract diseases, adherence, pili, erythrocytes. operons, 
man 1248. | 

fim gene, Escherichia coli 1714. | 

fructose-bisphosphate aldolase genes, cDNA. genomes, Trypanosoma brucei 4220. j 

GB locus localization chromosome 4 Huntington's disease, chromosome 4 deletion 
Wolf-Hirschhorn syndrome. man 1785. f ! 

gene expression, cloning, hsdA gene, hsdE gene, endodeoxyribonuciease, 
Escherichia coli 2211. fi 

gene expression, nucleotide sequence. adensosine triphosphatase genes, } 
chloroplasts, Euglena gracilis 4617. 

gene ILV2, Saccharomyces cerevisiae, acetolactate synthase, role, transposons, 
transposon Tn5 4246. 

gene libraries, fibrinogen, «-chain, B-chain, y-chain, genes, cDNA. 
chromosomes, hybridization analysis 1256. 

E gene, operators, F plasmid, replication, copy number contract 1358. | 

gene regulation, complementation, TOL plasmid pWWO, xyl operon, mutants, | 
Pseudomonas putida 1661. 

genes, adenosinetriphosphatase, cytochrome b cytochrome f complex, chloroplasts, 
Pisum sativum, Triticum aestivum 279. 

genes, chromosomes, technology, reviews, Mammalia 1508. 

genes, spores proteins, Bacillus subtilis 4690 ; 

genetic markers, use protoplast fusion methodology, prototrophs strains, Bacillus | 
stearothermophilus 1774. | 

genomes, nucieotide sequence. alcoho! dehydrogenase regions, Drosophila '} 
melanogaster 1767. 

glucose-6-phosphate dehydrogenase, X chromosome fragile sites, recombination, man | 
5146. 

glycoproteins antigens, cell surface, Trypanosoma equiperdum 666. 

glycoproteins, hybridization analysis. pseudorabies virus 4706. 

hemolysins hly gene, gene products identification, Escherichia coli 1709. 

hepatitis B virus recombination, reviews 1706. 

hflB loci, regulation, phage A lysogeny, Escherichia coli 2640. 

histocompatibility locus HLA, complement component C4 loci, chromosome 6, man 
2726. 

Hu-ets-2 gene, translocations, chromosome 21, man 2176. 

hybridization analysis, chromosomes detection, somatic cells hybrids, man 
Rodentia 2883. 

hybridization analysis, cloning, chloroplasts, Brassica 3947. 

hybridization analysis, polytene chromosomes, Drosophila 1746. 

identification anaerobic conditions induction genes, gene fusion, Escherichia 
coli 3921. 

indoleacetic acid-lysine synthetase iaa L gene, plasmid pIAA, cloning. gene 
expression, Pseudomonas syringae savastanoi 4376. 

influenza A virus, virulence, hemagglutinins, genes, antigenic characteristics, 
nucleotide sequence, gel diffusion, chickens 3690. 

interleukin 2 receptors, lymphocytes, man 2195. 

inverted repeat, chloroplasts chromosomes, Zea mays 277. 

linkage analysis, loci, translocations chromosomes, chickens 2482. 

linkage analysis, restriction fragment length polymorphism, eye diseases, X 
chromosome, man 2733. ¢ 

linkage analysis, Streptomyces chrysomallus 1238. 

a2-macroglobulin genes, man, chromosome 12, manx mice, somatic cells 
hybrids 1751. 

man c-fos gene, man chromosome 14, cell hybrids, manx mice 4136. 

mei-9 gene, norpA gene, omb gene, X chromosome, chromosome aberrations, mutants, 
Drosophila melanogaster 5222. 

meiosis deficient mutant, electron microscopy. Schizosaccharomyces pombe 1665. 

Mep-1 gene, histocompatibility locus H-2 D-region, chromosome 17, mice 5199. 

methodology, chromosomes mediation chromosome-mediated gene transfer, isolation Y 
chromosome fragments, man 5213. 

minor histocompatibility locus H-1, Cattanach's insertion, chromosomes, man 2724. 

mitochondria DNA, Candida rhagii 1687. 

mitochondria DNA, Chlamydomonas reinhardtii 1681. 

mitochondria DNA, plasmids, transposons, Claviceps purpurea 4620. 

mitochondria DNA, Tetrahymena pyriformis 1154. 

mutants, reb gene, cloning, Citrobacter freundii, (3-lactamase, gene 
regulation, Escherichia coli 4812. 

L-myc gene, hybridization analysis, chromosome 1, man 1780. 

myelin basic protein genes, chromosome 18. transcription, shiverer mice 145. 

NDC1 gene, cold sensitivity lethality mutation. Saccharomyces cerevisiae 3702. 

nitrite reductase (NADH) nirB gene, defective mutant, complementation, 
Escherichia coli 1206. 

nitrogen fixation, Bradyrhizobium japonicum 2236. 

nitrogen fixation fix gene, plasmid pSym, Rhizobium meliloti 2281. 

nitrogen fixation genes, Rhizobium 289. 

nitrogen fixation nif gene, nodulation nod gene, plasmid pSym 191, mutants. 
Bradyrhizobium japonicum 1278. 

nitrogen fixation nif gene, Plectonema boryanum 2636. 

nitrogen fixation nif gene, Rhodopseudomonas capsulata 1210. 

nitrogenase nif gene, cloning, Bradyrhizobium japonicum 4716. 

nodulation nod gene, Rhizobium meliloti 5139. 

gee mutant, chromosome 14, chromosome 11, strains, Saccharomyces cerevisiae 

nucleolus organizer region, glucosephosphate isomerase, phosphogluconate 
dehydrogenase isoenzyme loci, rRNA 5S, chromosome 1, Secale cereale seeds 3755. 

nucleotide sequence, cloning, phage 105, mutants, spollD operon, Bacillus 
subtilis 2218. 

nucleotide sequence detection, methodology, use 2-acetylaminofluorene probes, 
+immunoperoxidase test cytochemistry. +microscopy. man 1748. 

nucleotide sequence, dihydrodipicolinate synthetase, dapA gene. initiation, 
Escherichia coli 4700. 

nucleotide sequence, DNA. phage S13 5099. 

nucleotide sequence, DNA polymerase polA gene. mutants. Escherichia coli 2207. 

nucleotide sequence, gene expression, cloning. transposons, leucine. livH gene. 
Escherichia coli 3411. 

nucleotide sequence, v-myc gene. v-mht gene. retrovirus (avian) 1164. 


pygh joous, nysC locus, nysA locus. mutants. nystatin. Dictyostelium discoideum 
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Gene mapping, (continued) 

oncogenes, actin, fungi 5249. 

organelles DNA, comparison chloroplasts, Cyanophora Parodoxa 1684. 

packaging, ONA, DNA terminase, mutants, phage A21, integrative host factor, 
Escherichia coli 2993. 

Pathogenicity genes, Xanthomonas campestris campestris 2239. 

pedigree methodology, statistical analysis, mathematics 2221. 

pesticide resistance, psbA gene, Anacystis nidulans 5251. 

phenoloxidase component genes, mutants, Drosophila melanogaster 5204. 

phospholipase A pidA gene, lysophospholipase pldB gene, Escherichia coli 697. 

ppv mutants, initiation proteins, DNA biosynthesis, R6K plasmid, bacteria 

Plasmid R906, transposons, cloning, bacteria 1660. 

procollagen genes type Ill, +type V, chromosome 2, man 1268. 

promoters, lactose operon, transversion mutation, RNA polymerase binding, 
catabolic activator protein, cyclic AMP, Escherichia operon 1662. 

recombinase per gene, plasmid pACYC184, recombination, antibiotic resistance 
transposons, partition, bacteria 4164. 

recombination, mutation, rosy locus, Drosophila melanogaster 2719. 

repeated sequence, nucleotide sequence, pseudorabies virus, defective-interfering 
particles 5105. 

restriction endonuclease mapping, plasmid pNE131, antibiotic resistance, 
constitutive gene expression, erm gene, nucleotide sequence, Staphylococcus 
epidermidis 3358. , 

urs gee: phage ©80~ phage A, inhibition growth, Escherichia coli 

rimJ gene, Escherichia coli 2282. 

RNA polymerase | promoters deletion, yeasts 1695. 

ese rpB gene, rpoC gene, phage A cloning, Salmonella typhimurium 


RNA polymerase rpoD gene, Bacillus subtilis 2632. 

mRNA hybridization analysis, tobacco vein mottling virus 5044. 

rRNA genes, chloroplasts proteins genes, hybridization analysis, plastids, 
Lycopersicon esculentum 3765. 

rRNA SS isotypes genes, chromosomes, use restriction fragment length polymorphism 
Re markers, Neurospora crassa 2705. 

tRNA Leu genes, hybridization analysis, chloroplasts DNA, Glycine max 1769. 

rosy locus, DNA, Drosophila melanogaster 2720. 

mpmF gene, Escherichia coli 2282. 

rsp4 gene, trnT gene, trnS gene, chloroplasts, Spinacia oleracea 5118. 

rubella virus structural proteins, gene expression 667. 

salivary gland, polytene chromosomes, transcription, hybridization analysis, 
Drosophila 1202. 

Scr gene, homeo box, mRNA localization, embryos, Drosophila 4655. 

scrapie agent, genes prion protein, chromosome 20, man 5217. 

sequence identification, gene mapping clusters, analysis hybrids plasmids 
complementation patterns, Bacillus subtilis 1260. 

SIR1 gene, SIR3 gene, SIR4 gene, chromosomes, genetic engineering 3712. 

site location, recombination, phage ©80, phage P22 4193. 

sites, rats, genes, pancreas, insulin |, beta cells gene regulation 5'-terminus 
849. 


spo gene, locus spo19, locus spo20, ascospores, Schizosaccharomyces pombe 4648. 

sporulation spoT7 gene, Saccharomyces cerevisiae 1677. 

steroidogenesis, 21-hydroxylase genes, histocompatibility locus H-2, S region, 
mice 1271. 

streptomycin biosynthesis, streptomycin phosphotransterase, antibiotic 
resistance, cloning, mutants, Streptomyces griseus 4358. 

succinate dehydrogenase fumB gene, Escherichia coli 1208. 

SV40 transformed cells, xeroderma pigmentosum cell lines, man 238. 

Tcp-1 gene, restriction fragment length polymorphism, haplotypes chromosomes, 
mice 3749. 

termination factors, RNA biosynthesis, Escherichia coli, phage 4 4995. 

TG gene, chromosome 8, man 2155. 

TGF-a gene, chromosome 2, hybridization analysis, hamsters 1759. 

thioesterase II, tesB locus, mutants, Escherichia coli 4657. peenet 

tobacco ringspot virus satellite RNA, biological activity, CDNA, Nicotiana 
tabacum 5150. ; 

tolA gene, tolB gene, Escherichia coli, fii locus, association, phage f1, 
infection 261. her 

topoisomerase 2, TOP2 gene, Saccharomyces cerevisiae 4746. 

transacting factors genes, T cell leukemia virus Ill 5436. : P 

transduction, cyanocobalamin auxotrophs, deficient mutant, Bacillus megaterium 
4668. 


transposon Tn7, characterization, Escherichia coli 2245. 

transposons, chromosome |, Petunia 3891. be ‘ 

tran: Ins mutagenesis, rglA locus, rgIB locus, Escherichia coli 4156. 

tri xylic acid cycle enzymes genes, Escherichia coli 678. 

TS gene chromosome 18 man, thymidylate synthase 2150. 

B-tubulin benA gene, microtubules, Aspergillus nidulans 743. 

type IV procollagen a1-chain genes, hybridization analysis, chromosome 13, 
man 1183. 

tyrosine aminotransferase, nucleotide sequence, gene regulation, chromosome 8, 
mice 2665. 

use, plasmids, rRNA genes, Bacillus subtilis 124. 

varicella-zoster virus, glycoproteins, gene expression 4696. 

virulence genes, herpes simplex virus 1 668. 

products, ‘ : 

acetate induction, aciA gene, identification, Aspergillus nidulans 5253. 

adenovirus early region 1A, stimulation transcription adenovirus genes, 
stimulation transcription factor IIIC, cells extracts, man 5332. 

adenovirus E1A gene, effects on adenovirus gene expression, gene products role 
lysis, +transformation cells 1323. : ] : 

adenovirus E1A gene, eftects on RNA biosynthesis, polyoma virus enhancer, L 
cells, mice 4311. 

adenovirus (human) transformed cells, formation complex E1A gene gene products, 
cell lines, man 5327. : ve 

adenovirus (human) 12 early region 1A, regulatory role, major histocompatibility 
complex class | gene expression, transformed cells, mammalian cells 5319. 

amino acid sequence, c-fms gene gene expression, lymphoid cells. man 5320. 

p-aminobenzoic acid rable Daa expression, pab gene, Streptomyces griseus, 
Streptomyces acrimycini 1419. ae 

partes 7; serous aman) 12 early region, MRNA 13S, MRNA 12S, Escherichia 


coli 1432. ; sa 
pei rtet gene expression, Plasmodium knowlesi CS gene, Saccharomyces cerevisiae 
935. 


association, infection, hepatitis B virus polypeptides, gene expression, 
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Escherichia coli, antibodies, detection 406 

capsid protein, comparison Nigeria, Kenya isolates, cassava latent virus 1160. 

capsid protein, minute virus of mice overlaid genes, transfection, cell lines. 
mice 933. 

carboxypeptidase A genes. gene expression, rats cDNA site-directed mutagenesis 
amino acids tyrosine substitution 1929 

cathepsin B genes, cDNA clones nucleotide sequence, hybridization analysis. 
liver, rats 1253. 

cellulase genes, characterization, homology endoglucanase A, Clostridium 
thermocellum 4434 

characterization, role MRNA, pelle locus mutation, embryos, Drosophila 1118 

chimeras (3-tubulin genes, incorporation microtubules, NIH/3T3 cells 5419. 

chlorophyll a/b protein, gene expression whAB1.6 gene. Triticum 1212 

chloroplasts genes, photosystem II polypeptides turnover, Zea mays 1890 

cytochrome oxidase polypeptides, cox1 gene exons identification, statistical 
analysis, mitochondria, Aspergillus nidulans 1236 

cytochrome P450, cDNA, liver, rats 726 

detection, Glycine max {-conglycinin «-subunit genes, gene expression, 
transformation, embryos, Petunia 4439 

early region 1A MRNA 13S genes, biological properties, construction insertion 
mutants, adenovirus (human) 12 2416 

early region 1B, role, replication, initiation transformed cells, adenovirus 
(human) 12 1295. 

early region 4, role, replication, gene expression, adenovirus (human) 2 1296 

E1B gene, role mRNA accumulation, transport, early region 1B deletion mutant 
adenovirus (human) 5 3841 

electron microscopy, purification, phage T7, DNA cell membranes 2603. 

env gene, membrane glycoproteins, role pathogenesis, mutants, revertants, Friend 
leukemia virus 2334. 

enzymatic activity, ge gene, strain GS-5, Streptococcus mutans 5129 

v-erbB gene, v-erbA gene, C-terminus amino acid sequence, avian erythroblastosis 
virus 1779. 

fms gene, glycosylation requirements, transforming activity, feline sarcoma virus 
transformed cells 5333. 

fts Z gene, overproduction, induction minicells formation, Escherichia coli 3840 

fusion beara DNA polymerase, early region, adenovirus (human) 2, Escherichia 
coli 1435. 

gag gene, +myc gene gene fusion, avian myelocytomatosis virus MC31, comparison 

110 proteins avian myelocytomatosis virus MC29 3830 

gag gene, pol gene related, translation, cell-free system, avian myeloblastosis 
virus 1122. 

GAL4 gene, DNA-binding protein, RNA biosynthesis activation, yeasts 996. 

GAL4 gene, N-terminus amino acids requirements, gene products localization 
nuclei, Saccharomyces cerevisiae 4295. 

GCN4 gene, binding HIS3 gene regulatory nucleotide sequence cell-free system 
translation, Saccharomyces cerevisiae 5497. 

gene E, phage ®X174, role induction autolysis, Escherichia coli 936. 

gene fusion, B-D-galactosidase, purification, isolation, bacteria, 
methodology 928. 

gene fusion proteins, isolation, adenovirus (human) 2 early region, Escherichia 
coli 1434. 

gene ill, detection, cauliflower mosaic virus 3832. 

gene O, role, phage j replication 1293. 

gene regulation, nahR gene, operons, plasmid NAH7, cloning, Escherichia coli 
3400 


gene V, cross-reactivity, antibodies, DNA polymerase (RNA-dependent), DNA 
biosynthesis, cauliflower mosaic virus 2470. 

gene 5 DNA unwinding proteins, nucleotides binding, pyridoxal 5'-phosphate 
labeling, X-ray diffraction 3490. 

glucosephosphate isomerase, detection, Gpi-1 gene gene expression, embryos, mice 
1898. 

glutamate cecar ony ae gene expression, transduction, cats 5423. _ 

glycoproteins, man EPA gene gene expression, erythropoiesis, cell lines 1223. 

Ha-ras gene, man, use transformation, Saccharomyces cerevisiae 1420. 

c-Ha-ras gene, suppression, embryo cells transformed cells, hybrids, 
hamsters 3855. . 

HBs Ag protein, gene expression, Hbs Ag gene, cloning, transfection, comparison, 
transformed cells, cell lines, man, mice, monkeys 940. 

hepatitis B virus HBx gene, +HBc gene gene expression, transfection, Escherichia 
coli 3418. 

hepatocytes genes, dexamethasone effects on protein biosynthesis, rats 4528 

hsp70 gene gene families, YG101 gene+YG103 gene cold sensitivity mutation, 
Saccharomyces cerevisiae 3345. 

htpR gene, Escherichia coli, dependent, J gene mutation effects on, phage A 
4312. 

identification, alkB gene cloning, Escherichia coli 2447. 

identification, DNA repair hexB gene characterization, Streptococcus pneumoniae 
1826. 

identification, hemolysins hly gene, gene mapping, Escherichia coli 1709. 

identification, localization pre-early genes, phage T5, transcription, 
+translation, cell-free system 610. 

identification, lysis genes, ColE2-P9, ColE3-CA38 5254. 

identification, RNA genomes segment 8, influenza A virus 1240. 

identification, transforming E6 gene, papilloma virus (bovine) 5435. 

y-interferon effects on RNA biosynthesis, cell lines 1110. 

intracisternal A-particles, gene regulation, genes, teratocarcinoma cells mice 
1232. 

isolation, characterization, fnr gene. cloning, transformation, Escherichia coli 
3989. 

Kr gene, homology, Xenopus transcription factor II/A, Drosophila 146. 

lysis genes, comparison phage T4, +phage A, wild type+ amber mutant, phage P22 
3256 


mitochondria aap1 gene, coding, synthetic mitochondria adenosinetriphosphatase 
subunit 8 genes, construction, Saccharomyces cerevisiae 3207. 

mitochondria, nuclei, processing, role nuclei genes, mutants, Saccharomyces 
cerevisiae 5342. 

molecular weight, RNA, peanut clump virus 1126. 

mos gene, Moloney sarcoma virus, relationship epidermal growth factor precursors 
amino acid sequence, mice 3834. 

c-myc gene, isolation, identification, use antisera, man 3856. 

c-myc gene, microinjection, gene products intracellular competence factor, 
stimulation DNA biosynthesis, 3T3 cells, mice 2314. 

ntrC gene, inhibition, gene expression, gene regulation, promoters, Klebsiella 
pneumoniae 2992. 

nucleocapsids envelopes peplomer proteins, identification, cell-free system 
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Gene products, (continued) A 

translation, use radioactive labelling, transmissible gastroenteritis virus 1119. 

nusA gene, cloning, overproduction, Escherichia coli 929. ‘ i 

nusB gene, requirements, phage \ N gene gene products transcription anti 
‘onmnation, Eachorichia coli 3829. ’ 

oncogenes, nucleoproteins, effects on promoters, +RNA biosynthesis, 
intracisternal A-particles long terminal repeat, myeloma cell lines 1082. 

oncogenes, protein kinase, regulation cells processes, reviews, eukaryotes 1505. 

overproduction, modification, transfection, adenovirus, mammalian cells 2420. 

p53 gene, antigen (tumor-associated) biochemical analysis, transformed cells 358. 

PET9 gene, mitochondria membrane proteins, nucleotide sequence analysis, signals 
identification, Saccharomyces cerevisiae 3722. 

phage \ recombination, genetic analysis 1717. 

phenylalanine hydroxylase, PH gene, mice erythroleukemia rats hepatoma, cell 
fusion 1894. 

phosphodiesterase, identification, cpdB gene, nucleotide sequence, Escherichia 
coli 1262. 

pir gene, binding, replication origin, plasmid R6K, Escherichia coli 2493. _ 

polymorphism, (2'-5') oligo A synthetase gene expression, interferon induction, 
cell lines, man 2357. f 

protein A, Staphylococcus aureus spa gene, gene expression, Bacillus subtilis 
1444, 

proteins, delayed early region genes identification, +mapping, baculovirus 1761. 

proteins, gene regulation, mutants, xthA gene, heat shock, Escherichia coli 2822. 

proteins, genes nucleotide sequence, +structure analysis, larvae, Sarcophaga 
peregrina 2182. " 
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expression, eye lens development, +differentiation, chickens 1428. 
actin, 3'-terminus untranslated regions, nucleotide sequence, comparison, rats. 
chickens, Xenopus laevis, man 3748, 
actin ard gene, DNA biosynthesis, mitosis, Physarum polycephalum 307. 
a-actin, cardiac muscle man, skeletal muscle rats, comparison gene 
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expression, rats 5439. er: 

actin, cloning, nucleotide sequence, gene expression, Dictyostelium discoideum | 
1939. | 

actin, gene expression, Dictyostelium discoideum, characterization 1868. | 

actin, gene expression, transcription. embryogenesis, models, Strongylocentrotus | 
purpuratus 1885. : “ 

actin, gene regulation, conservation regulatory DNA nucleotide sequence, skeletal 
muscle, chickens 3928. 

actin, isolation, characterization, cardiac muscle, skeletal muscle, Xenopus 
laevis 4231. ‘ 

Y actin, Physarum, cloning, Escherichia coli 3917. — : | 

actin. restriction fragment length polymorphism, DNA duplication, gene mapping, 
Dictyostelium discoideum 2703. i 

actin, structure, function, Drosophila melanogaster, reviews 4010. | 

actin, thymidine kinase gene fusion. site-directed mutagenesis actin introns. | 
effects on mRNA splicing, Saccharomyces cerevisiae 3898. | 

actin, transcription single-stranded DNA, myoblasts, myotubes, L6 myogenic cells. \ 
rats 855. 

activation, interferon receptors, mammalian cells 2356. __ 

active, (-globin, deoxyribonuclease | sensitivity, conformation changes, 
erythrocytes, chickens 3953. ¥ 

activity patterns, Drosophila, conserved nucleotide sequence, comparison species. 
Vertebrata 1216. 

acyl carrier protein, oligonucleotides probes. Streptomyces erythreus 2283. 

acyl-CoA oxidase, cDNA, peroxisomes, Candida tropicalis 3213. _ 

ada gene, alkylating agents, DNA repair, gene expression, RNA biosynthesis 
initiation, RNA polymerase binding 4151. 

ADE2 gene, DNA clones, transformation, Candida albicans 4896. 

adenine methylase dam genes, deficient mutant, gene expression, SOS repairgenes | 
regulation, Escherichia coli 2384. 

adenine pnosphoribosyltransferase, gene expression, Plasmodium falciparum 
infected L cells, mice 1862. 

adenosinetriphosphatase atpB gene, Zea mays. chloroplasts, promoters. RNA 
polymerase, gene regulation, Escherichia coli 4809. 

adenosinetriphosphatase, gene expression, unc operon, Escherichia coli 602. 

adenosinetriphosphatase subunit-!, localization, nucleotide sequence. 
chloroplasts, Triticum 1782. 

adenosinetriphosphatase subunits, mRNA, cloning, mitochondria. Neurospora crassa 
691. 

adenosinetriphosphatase subunits, Nicotiana tabacum chloroplasts, comparison, 
Triticum, Escherichia coli 2161. 

adenovirus, B-globin, intermolecular mRNA splicing 1088. 

adenovirus early region E1A gene, enhancement ras gene, activated ras gene, 
tumorigenesis, cell lines 3808. 

adenovirus, transcription stimulation, early region 1A gene products effects on, 
adenovirus infected cells extracts, man 5332. 

adensosine triphosphatase, chloroplasts, gene expression, nucleotide sequence. 
gene mapping, Euglena gracilis 4617. 

adenylate cyclase, gene amplification, gene expression, adenylate cyclase, 
cloning, Escherichia coli 5445. 

adenylate cyclase, gene expression, repeated sequence, nucleotide sequence. 
Saccharomyces cerevisiae 3205. 

Adh gene, gene expression, tissues specificity gene regulation, Drosophila 5323. 

Adh1 gene, introns, insertion transposon Mu, effects on RNA biosynthesis, 
mutants, Zea mays 3888. 

ADH gene, nucleotide sequence cDNA clones, hybridization analysis, liver, mice 
1254. a 

pce transporter, MRNA. cloning, cDNA, nucleotide sequence, Neurospora crassa 

adrenal proteins. protein E, RNA biosynthesis, adrenocorticotropic hormone 
effects on, rats 2588. 

B-adrenergic receptors, clones, homology rhodopsin, lung, hamsters 2687. 

aerobactin biosynthesis, identification, gene mapping, plasmid pColV, cloning, 
Escherichia coli 2253. 

bast aer gene, cloning, Aeromonas hydrophila, gene expression Escherichia 
coli 3941. 

sagcote, Streptomyces coelicolor, cloning, gene expression, Streptomyces lividans 


aggregation essential role, enzymatic synthesis regulation, a-D-mannosidase 
leficient mutant, Dictyostelium discoideum 4803. 

alcohol dehydrogenase Adh gene, DNA fragments mapping, chromosomes, evolutionary 
genetics, Drosophila 225. 

alcohol Cony onenene Adhli gene. methylation, genomes sequence methodology, Zea 
mays i 

alcohol dehydrogenase adh1 gene, adh2 gene. gene expression, anaerobic conditions 
response, Zea mays 2077. 

alcohol dehydrogenase alc A gene. aldehyde dehydrogenase ald A gene, nucleotide 
sequence, 5'-terminus, Aspergillus nidulans 737. 

alcohol dehydrogenase alcA gene, alcR gene, gene mapping, RNA biosynthesis, gene 
expression, Aspergillus nidulans 732. 

alcohol dehydrogenase, regulation, role, modulation, chromatin structure, Zea 
mays 2834. 

alk gene, alkylating agents, DNA repair, gene expression, RNA biosynthesis 
initiation, RNA polymerase binding, Escherichia coli 4151. 

alk208 gene, gene amplification, reversion, deficient mutant, plasmids, 
Pseudomonas putida 2635. 

aikaline exonuclease, DNA nucleotide sequence, promoters gene regulation RNA 
biosynthesis, protein biosynthesis open reading frame, herpes simplex virus 1, 
herpes simplex virus 2 1179. 

alkaline phosphatase phoA gene, mutants, plasmids, phage 480, 
characterization, Escherichia coli 1847. 

alkB gene cloning, gene products identification, Escherichia coli 2447. 

Alu gene repeated sequence. hepatitis B virus integration, cloning genomes 3268. 

am gene, nucleotide sequence, acridine induction frameshift mutant, Neurospora 
crassa 5246. 

amdS gene, Aspergillus nidulans, plasmids transformation. Cochliobolus 
heterostrophus protoplasts 1916. 

amdS gene, gene amplification, tandem repeated sequence integration, 
transformation conidia protoplasts Aspergillus nidulans 1421. 

amelogenin, gene expression, RNA biosynthesis. protein biosynthesis. 
odontogenesis, teeth, neonates, mice 4297. 

amidase amdS gene. gene regulation. Aspergillus nidulans 852. 

amino acids biosynthesis GCN4 gene, protein biosynthesis, regulation, nutrient 
availability, Saccharomyces cerevisiae 81. 

aminoglycoside 3-phosphotransferase, plasmids. transformation. spheroplasts. 
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Cephalosporium acremonium 878. 
aminoglycoside phosphotransferase, cloning, cloning vectors construction 2888. 
aminoglycoside phosphotransferase, transformation, gene expression, cloning, 

ee eas tabacum 1448. 
ampicillin antibiotic resistance bla gene, reversion, transposon: 

Escherichia coli 2406. 3 pees peel 
amu genes, gene mapping, Escherichia coli 2633. 
amy gene, Bacillus amyloliquefaciens, gene fusion, protein A spa gene, 

taphylococcus aureus, cloning, gene expression, Bacillus subtilis 2927. 
amyE gene, +tmrB gene regions, gene amplification induction, transforming DNA 

cloning, +structure, Bacillus subtilis 5252. 

prery amy2a gene gene regulation, MANA levels, promoters activity, mice 


a-amylase, Bacillus amyloliquefaciens, gene transfer, Brevibacterium 
lactotermentum, Protoplasts, gene expression 2459. 

a-amylase, Bacillus licheniformis, cloning, secretions, gene expression, 
Pseudomonas aeruginosa 4406. 

a-amylase, cDNA, nucleotide sequence, Bacillus stearothermophilus 3663. 

B-amylase, cloning, Bacillus polymyxa, gene expression, restriction 
endonuclease mapping, Bacillus subtilis 2930. 

a-amylase, cloning, gene expression, Saccharomyces cerevisiae, 
Saccharomycopsis fibuligera 4907. 

Cay bral gene localization, chromosome 5, chromosome 7, Secale cereale 


a-amylase, synthesis, cloning, plasmid pBR327, phage M13 mp9, Bacillus 
subtilis, Bacillus amyloliquefaciens, Escherichia coli 4863. 
ANB1 gene, gene regulation, oxygen, ROX1 gene, Saccharomyces cerevisiae 351. 
androgen-binding protein, cDNA identification, rats 272. 
angiotensinogen, cDNA nucleotide sequence, mRNA types, brain, rats 2166. 
anes gone, asparaginase, mutants, cloning, gene expression, Escherichia coli 
ANT-C gene+BX-C gene gene expression, polycomb locus effects on spatial 
regulation, Drosophila 3819. 
AnTat 1.1 Tere: gene families, gene conversion, antigens switching Trypanosoma 
brucei 5331. 
antibiotic resistance, cloning, plasmid R300B cloning vectors construction, 
gram-negative bacteria 1933. 
antibiotic resistance, kanamycin, cloning, gene expression, Streptomyces rimosus, 
Streptomyces lividans 1430. 
antibiotic resistance, nucleotide sequence, Streptomyces 2252. 
antibiotic resistance, rifampin, antibiotic resistance, temperature-sensitive 
Lien RNA biosynthesis, RNA polymerase protein structure, Escherichia coli 
1091. 
antigen T, DNA binding domains, mutagenesis, SV40 771. 
antigen T, introns, SV40, nucleotide sequence 1172. 
antigen T mutants, SV40, non-karyophilic protein, transformation 800. 
antigenic characteristics, nucleotide sequence, Awe diffusion, influenza A virus, 
virulence, gene mapping, hemagglutinins 3690. 
antigens, lymp es T, 
antigens, probes, DNA 
classification 2638. 
antigens, Schistosoma mansoni, cDNA, gene expression, gene products, use, 
immunodiagnosis 926. 
antigens, Vibrio cholerae, cloning, gene expression, Escherichia coli, use, 
vaccines 4399. 
Antp gene structure, CDNA nucieotide sequence, homeo box location, transcripts 
structure, Drosophila melanogaster 5225. 
aph gene, nucleotide sequence, Streptomyces 2252. 
aphA gene, kanamycin resistance, cloning, gene expression, Escherichia coli, 
Bacillus subtilis 2401. 
apo All gene, linkage analysis DNA polymorphism, effects on lipoprotein (high 
density) composition, hybridization analysis, man 1225. , 
apo-E gene, nucleotide sequence, structure, hybridization abay er man 1270. 
apocytochrome b, nucleotide sequence, mitochondria genomes, Schizosaccharomyces 
mbe 1671. 
Rec iccicae f nucleotide sequence, plastids, Oenothera hookeri 4722. 
apolipoprotein A-!l, +apolipoprotein C-Ill, nucleotide sequence analysis, man 
3757. 
apolipoprotein Il, ONA nucleotide sequence, proteins binding, estrogens 
regulation, chickens 2192. ‘ 
apolipoproteins, nucleotide sequence, evolution, Mammalia 3192. 
apr gene, alkaline proteinase, neutral proteinase npr gene, Bacillus 
amyloliquefaciens, Bacillus subtilis, gene fusion, Staphylococcus aureus, protein 
A spa gene, gene regulation 4309. 
APRT gene. cDNA, nucleotide sequence analysis, mice 3643. 
araC gene, DNA nucleotide sequence, identification missense mutant effects on 
otein AraC function, Escherichia coli 5247. 
ARD1 gene, mitosis regulation, cloning, nucleotide sequence, yeasts 3403. 
ard gene, restriction endonuclease mapping, plasmid pKM101, Escherichia coli 
4163. 
areA gene, role, nitrogen metabolites repression genetic control, Aspergillus 
nidulans 1863. : ' . 
arg4 gene, DNA nucleotide sequence 5'-terminus, +3'-lerminus non coding regions 
analysis, Saccharomyces cerevisiae 3206. _ : 
oe gene regulation, deletion construction, analysis regulatory regions, 
iccharomyces cerevisiae 3349. 
ARG4 gene, nucleotide sequence, Saccharomyces cerevisiae 2656. 
ARG4 gene, Saccharomyces cerevisiae, gene expression, gene products, plasmids, 
Ganctrnalion, Candida mattosa, Pichia guilliermondi 1955. 
argB gene, Aspergillus nidulans, gene expression, Escherichia coli, 
characterization 4428. 
argF gene, gene amplification, Escherichia coli 2383. / 
argininosuccinate synthetase, AS gene, 5'-terminus structure, nucleotide 
uence, man 1219. 
ARGRIl gene, cloning, arginine metabolism, Saccharomyces cerevisiae 4944. 
aro gene, Neurospora crassa, cloning, phage ANcl cloning vectors, Escherichia 
coli gene expression 1906. : f 
aroL gene, shikimate kinase II, gene mapping, cloning, Escherichia coli 267 
aspartyl-tRNA synthetase, cloning, hybridization analysis, Saccharomyces 
cerevisiae 3916. 
association, spore outgrowth, hybridization analysis, CDNA, Bacillus subtilis 
266. 
att gene, recombination sites, phage 6-13 1712. 
autolysins lyt gene, cloning, gene expression, Streptococcus pneumoniae 2446 
Bacillus thuringiensis spore crystals proteins, cloning, gene expression, 


ene mapping, chromosome 11, man 3744. 
ridization analysis, Plasmodium falciparum 
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restriction fragment length polymorphism, Escherichia coli 4744 

basal histone H3.3, cDNA clones, nucleotide sequence analysis, man 3747 

bb gene, somatic chromosomes epistasis, Drosophila melanogaster 4310 

benomyl resistance, protoplast fusion, Fusarium oxysporum 2875 

bithorax, homeosis mutation, effects on abdomen segments, Drosophila 5314 

bphA gene, biphenyl dioxygenase, cloning, gene expression, Pseudomonas 
pseudoalcaligenes 4413 

bphB gene, dihydrodiol dehydrogenase, cloning, gene expression, Pseudomonas 
pseudoalcaligenes 4413 

bphC gene, 2,3-dihydroxybipheny| dioxygenase, cloning, gene expression, 
Pseudomonas pseudoalcaligenes 4413 

bphD gene, cloning, gene expression, Pseudomonas pseudoalcaligenes 4413 

BR2a gene, BR2b gene, identification, structure, homology, salivary gland, 
Chironomus pallidivittatus, Chironomus tentans 4675 

branched-chain-amino-acid aminotransferase ilvE gene, nucleotide sequence, 
Escherichia coli 706 

bz gene, analysis, gene expression, transposon Ac, Zea mays 5375 

C127 cells genes, mice 1424 

calcitonin, RNA processing, thyroid carcinoma, man 2073 

calcium-binding protein, RNA biosynthesis, 1,25-dihydroxycholecalciferol 
regulation, intestine, chickens 2102 

calliphorin, gene families, gene mapping, chromosome 2, Calliphora vicina 4681 

calmodulin, tandem repetitive, leaders, sequence 5'-terminus mRNA, Trypanosoma 
brucei gambiense 4638. 

calpactin |, cDNA nucleotide sequence, mice 4653. 

Candida albicans, isolation, Saccharomyces cerevisiae DNA complementation 1678 

capsid protein, flanking region, RNA genomes 3'-terminus nucleotide sequence, 
identification, tobacco etch virus 2057 

capsicipcotls: gene mapping, poliovirus 2, requirements neurovirulence, mice 

167. 

capsid protein, nucleotide sequence, tobacco etch virus 2698 

carA gene, carbamoyl-phosphate syonelase (ammonia), protein biosynthesis, 
codons, initiation, Escherichia coli 4540 

carbamoyl-phosphate synthetase (ammonia), gene expression, gene regulation, 
developmental stages, glucocorticoids, role, rats 5298 

carbamoyl-phosphate synthetase |, cDNA nucleotide sequence, + evolution, gene 
fusion glutaminase genes, +synthetase genes, rats 1258 

carboxypeptidase A, gene expression, rats cDNA site-directed mutagenesis, amino 
acids tyrosine substitution 1929 

casein, gene expression, cyclic AMP regulation, insulin relationship, rats 2325. 

cat gene, chloramphenicol acetyltransterase, plasmid pUB112, gene regulation, 
ribosomes binding, Staphylococcus aureus 4815. 

CAT gene gene expression, «A-crystallin gene regulatory sequence 
requirements, lens, embryos, chickens 1442 

Cat-86 gene, transcription termination signals, RNA biosynthesis, Bacillus 
subtilis 4082. 

cathepsin B, cDNA clones nucleotide sequence, hybridization analysis, liver, rats 
1253. 

cathepsin, promoters Dictyostelium discoideum, +Escherichia coli 
(-D-glucuronidase gene fusion, gene regulation, gene expression, 
Dictyostelium discoideum 5440. 

ccdA gene, F plasmid, cell division regulation, killer factor, Escherichia coli 
4847. 

ccdB gene, F plasmid, cell division regulation, killer factor, Escherichia coli 
4847. 


cda gene, ColD-CA23 plasmid, restriction endonuclease mapping, mobilization, 
autolysis, Escherichia coli 4677 

CDC28, cell division, proteins phosphorylation, Saccharomyces cerevisiae 1463 

CDC25 gene, cloning, nucleotide sequence, role regulation cyclic AMP, 
Saccharomyces cerevisiae 5239. 

CDC7 gene, DNA cloning, +nucleotide sequence, mRNA nucleotide sequence, 
Saccharomyces cerevisiae 5205 

cdc2 gene, gene expression, MRNA levels, + splicing effects on cell cycle, 

Schizosaccharomyces pombe 5341 

cdc9 gene temperature-sensitive mutant, DNA ligase assays, Saccharomyces 
cerevisiae 1973. 

cdi gene, ColD-CA23 plasmid, restriction endonuclease mapping, mobilization, 
autolysis, Escherichia coli 4677. 

cdl gene, ColD-CA23 plasmid, restriction endonuclease mapping, mobilization, 
autolysis, Escherichia coli 4677. 

celC gene cloning, endoglucanase C, Clostridium thermocellum, Escherichia coli 
4899. 

cell cycle control cdc2 gene, nucleotide sequence, Schizosaccharomyces pombe 
1679. 

cell surface antigens CS gene, cloning, gene expression, nucleotide sequence 405 

cell surface antigens, localization, chromosomes, somatic cells 5192. 

cell surface antigens precursors, cloning, nucleotide sequence, merozoites, 
Plasmodium falciparum 4674 

cellulase cel gene, cloning, plasmid pMMB34, gene mapping, Erwinia chrysanthemi 
2280. 

cellulase, cloning, gene products characterization, homology endoglucanase A, 
Clostridium thermocellum 4434 

cellulase, gene expression, cloning, transformation, Bacillus subtilis 5434. 

cellulase, gene expression, cloning vectors, cellulose biodegradation, 
Rhodobacter capsulatus 4889. 

Cellulomonas uda, cellulase, cloning, gene expression, Escherichia coli 1943 

{-chain, y-chain loci, rearrangement, lymphocytes T antigens receptors, 
lymphocytosis, man 4352 

p» chain, chromosome 14, immunoglobulins heavy chains, lymphocytes B, 
prognosis acute lymphatic leukemia, children, man 4183. 

chalcone synthase, cloning, analysis, comparison Antirrhinum majus, Petunia 
hybrida 3743. 

che gene mutants, complementation, gene mapping, Salmonella typhimurium 1720 

chemoreceptors tip gene, hybridization ene Salmonella typhimurium 683 

chemotaxis proteins, nucleotide sequence, Escherichia coli 707 

chimeras, plasmid pBR322, transformation, protoplasts, Nicotiana tabacum 1386 

chitinase, chitobiase, Vibrio vulnificus, cloning, transformation, gene 
expression, Escherichia coli 3929 

chitinase, cloning, Serratia marcescens, gene expression, purification, 
Escherichia coli, Pseudomonas fluorescens 2908. 

chitinase, gene regulation, ethylene, defensive mechanisms, Phaseolus vulgaris 
5301. . 

chloramphenicol acetyltransferase, bacteria, brome mosaic virus transfection, 
gene expression, protoplasts, Hordeum vulgare 1370 

chloramphenicol acetyltransferase, gene expression, gene regulation, promoters, 
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antigen T, repeated sequence, SV40 862. 

chloramphenicol acetyltransferase, gene expression, transfection eukaryotes, 
radioassays 5428. 

chloramphenicol acetyltransferase, nopaline synthase. gene expression, 
transformation, DNA, protoplasts, Zea mays 5355 

chloramphenicol acetyltransferase, transcription, E1a protein, embryogenesis, 
Xenopus laevis 1887 

chloramphenicol resistance, cloning, membrane permeability, Escherichia coli, 
Pseudomonas aeruginosa 1423. 

chlorophyll a-binding protein, +flanking region, nucleotide sequence, 
chloroplasts, Pisum sativum 5221. 

chlorophyll apoproteins, gene psbC, gene psaA, gene psaB, gene psbB, gene petB, 
gene mapping, hybridization analysis, chloroplasts DNA, Pisum sativum 5172 

chlorophyll components, initiation, transcription, chloroplasts, Spinacea 
oleracea 2580. 

chloroplasts, DNA restriction fragments coding ribosomal proteins, Spinacea 3942 

chloroplasts, gene products, photosystem |! polypeptides turnover, Zea mays 1890 

chloroplasts, reviews 4505. 

cholecalcin, mRNA, cDNA, hybridization analysis, rats 3184. 

chorion, Bombyx mori, gene regulation, gene expression, transformation, 
Drosophila melanegaster 2433. 

chorion, s36-1 gene, 38-1 gene, DNA nucleotide sequence, correlation transcripts 
ultrastructure, ribonucleoproteins location, Drosophila 5467 

chorionic gonadotropin a-subunit, gene expression, CDNA, man 4897. 

chorismate mutase, prephenate dehydratase, association, phenylalanine, 
biosynthesis, cloning, gene expression, Corynebacterium glutamicum 2910. 

chromosomes, phaseolotoxin, transposon Tn5 mutagenesis, Pseudomonas syringae 
phaseolica 3384. 

cl gene, mutagenesis, U.V. radiation, nucleotide sequence, phage \ 183. 

cll gene gene products, activation, RNA biosynthesis, promoters PRE, point 
mutation, phage A 352. 

cll gene, phage 4, initiation protein biosynthesis, integration host factor, 

scherichia coli 3993. 

clll gene, mutants, enhancement lysogeny, translation control gene expression 
phage \ 3668. 

cir gene mutation, antirepressor synthesis regulation, phage P22 3688. 

clb gene, Erwinia chrysanthemi, cellobiose, cloning, crp gene, cya gene, ptsIH 
gene, gene regulation, Escherichia coli 4408. 

clb gene, Erwinia chrysanthemi, cloning, Escherichia coli, mutants, gene 
expression 4909. 

cloning, Escherichia coli, reaction centers proteins, light-harvesting proteins, 
cytochromes, nucleotide sequence, Rhodopseudomonas viridis 4402. 

cloning, nucleotide sequence, cytochrome c oxidase, superoxide dismutase, 
ubiquinol-cytochrome c reductase, yeasts 675. 

cloning, plasmids cloning vectors, gene expression 2889. 

cloning, transformation, alanine racemase purification, characterization, 
Bacillus stearothermophilus 4902. 

coagulation factor IX, deletion, DNA hybridization analysis, hemophilia patients, 
man 3696. 

coagulation factor VIII, restriction fragment length polymorphism, hemophilia 
heterozygote detection, case reports, man 719. 

coat protein, tobacco mosaic virus, gene expression, Nicotiana tabacum, 
cross-protection, pathogenesis 2914. 

cob gene deletions, mitochondria DNA, yeasts 1690. 

cob-box gene, mitochondria, mutants, DNA maturase, introns, splicing, 
Saccharomyces cerevisiae 4976. 

COI gene, mobile introns detection, mitochondria, races, Podospora anserina 3689. 

colicins, ColE9-5, restriction endonuclease mapping, cloning, RNA biosynthesis, 
transposons 1658. 


collagen, man, gene mapping, COL2A1 gene chromosome 12, COL3A1 gene chromosome 2, 
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Saccharomyces cerevisiae cox! gene 2704, ; 

cytochrome b2. cloning. nucleotide sequence. gene regulation, mutants. 
Saccharomyces cerevisiae 4826. ¥ 

cytochrome b558, sdhA gene, nucleotide sequence, Bacillus subtilis 4619. 

cytochrome b561 cybB gene, cloning, Escherichia coli 4336. 

cytochrome c CYC7-H2 gene. gene regulation, transposon Ty1 effects on, 
Saccharomyces cerevisiae 827. ; 

cytochrome c, gene regulation, RNA biosynthesis regulation, mitochondria. Manduca 
sexta 3820 

cytochrome c oxidase, cytochrome c1, cloning, nucleotide sequence. Paracoccus 
dentrificans 693. 

cytochrome c oxidase subunit-l, nucleotide sequence, gene expression, 
rearrangement, mitochondria genornes, Zea mays 1792. _ 

cytochrome oxidase subunit I! genes nucleotide sequence, mitochondrial 
inheritance, comparison Hansenula saturnus 1167. 

cytochrome oxidase subunit 2, identification, + isolation, use hybridization 
analysis, Hansenula saturnus 1187. 

cytochrome P450, amino acid sequence cytochrome P450 like pseudogenes. nucleotide 
sequence, liver, rabbits 5218. 

cytochrome P450, gene mapping, chromosome 4, DNA, restriction endonuclease 
mapping, hamsters 1763. 

cytochrome P450, histocompatibility locus HLA genetic control, adrenal gland 
hyperplasia, man 838. 

cytokinin-binding protein, cloning, CDNA. gene expression, Triticum durum 5407. 

cytotoxins, cloning, gene mapping, Escherichia coli 3227. 

dacA gene, nucleotide sequence, poe en protein, mutagenesis effects 
on heat resistance spores, Bacillus subtilis 3649. 

dam gene, rec gene, DNA repair double-stranded breaks, mismatch repair, mutants 
lethality, Escherichia coli 2301. 

dapA gene. dihydrodipicolinate synthetase. gene mapping, nucleotide sequence, 
initiation, Escherichia coli 4700. ’ 

DDRA2 gene, DDR48 gene, DNA damage, +heat shock effects on gene regulation, 
Saccharomyces cerevisiae 4806. 

defective tk gene, unequal homologous recombination, formation functional tk 
gene, cell lines, rats 1753. 

deoxyuridinetriphosphatase, mutants, inactivation, herpes simplex virus 1, 
nucleotide sequence, markers 3693. 

desmin, exons, introns, organization, hamsters 5262. 

development, cloning, transformation, Aspergillus nidulans 4843. 

developmental stages. cloning, in situ hybridization analysis, gene distribution 
polytene chromosomes. Drosophila melanogaster 4752. 

dhfr gene, multiple transcription initiation sites analysis. CHO cells 3262. 

dicA gene, gene mapping, cell division regulation, Escherichia coli 2285. 

dicB gene, dicA gene, gene mapping, cell division regulation, Escherichia coli 
2 


dihydroorotate dehydrogenase, nucleotide sequence, characterization, yeasts, 
Dictyostelium discoideum 3204. 

dihydroorotate oxidase pyrD gene, nucleotide sequence, Escherichia coli 3255. 

dinitrogenase nifD gene, dinitrogenase reductase nifH gene, nucleotide sequence, 
promoters, RNA biosynthesis, Rhizobium 147. 

discoidin |, gene expression, cell aggregation gene regulation, cohesion 
defective mutant, Dictyostelium eee 4315. 

disease resistance, linkage analysis, Bremia lactucae downy mildew, Lactuca 
sativa 2652. 

distribution, codons, base composition, homeotherms, Vertebrata 1235. 


ONA ligase CDC 17 gene, cloning, complementation, Schizosaccharomyces pombe 4904. 


DNA methyltransferase, nucleotide sequence. phage SPR 1170. 
DNA nucleotide sequence, population studies, genetic variance, man 1664. 


DNA geet |, identification, antibodies probes, Saccharomyces cerevisiae 
1 ie 


COL4A1 gene chromosome 13, hybridization analysis, mice man somatic cellshybrids _DNA polymerase |, isolation, DNA, gene libraries, Saccharomyces cerevisiae 4581. 


1266. 

collagen, mapping, restriction endonuclease mapping, hybridization analysis, 
chromosome 12, chromosome 2, man 2209. 

collagen Type |, activation, mRNA, scleroderma fibroblasts, man 3334. 

a1-collagen type |, deletion mutant, nucleotide sequence analysis, 
osteogenesis imperfecta cell lines, man 3251. 

collagen type !X, nucleotide sequence, structure, chickens 1264. 

colonization factors CS3 gene, cloning, pBR322 plasmid, gene expression, 
Escherichia coli 2458. 

competence, platelets growth factors, double-stranded RNA, gene regulation, 
fibroblasts 4294. 

complement component C5a, cloning, gene expression, Escherichia coli 874. 

copA gene, nucleotide sequence, replicons cloning, comparison replicons R 
plasmids, incompatibility, plasmid ColV2-K94 5244. 

copB gene, CopB protein, isolation, mapping binding, sites, copy number controi, 
plasmid R1, Escherichia coli 3997. 

copies, adenosinetriphosphatase subunits, mitochondria, Zea mays 3195. 

cor gene, superinfection prevention, nucleotide sequence, amino acid sequence 
predictions, phage 80 Escherichia coli 4721. 

coupling factor 1, gene mapping, cyanelles, Cyanophora paradoxa 692. 

eee eo nucleotide sequence, gene products phosphodiesterase identification 

ore gene, gene expression, promoters, DNA methylation, phage P1 1882. 

creatine kinase, MCK gene, cloning, nucleotide sequence, restriction endonuclease 
mapping, gene expression, gene regulation, myoblasts, mice 5163. 

crp gene, cyclic AMP mutants, cloning, plasmids, gene expression, nucleotide 
sequence, Escherichia coli 3417. 

crp_gene, Escherichia coli, gene regulation, cloning, cellobiose, clb gene, 
Erwinia chrysanthemi 4408. 

aA-crystallin, nucleotide sequence analysis, organization, hamsters 4142. 

y-crystallin, nucleotide sequence, hybridization analysis, chickens 1698. 

crystallins, restriction endonuclease mapping, rats 2737. 

ctx gene, gene amplification, mutants, Vibrio cholerae 2829. 

CUP1 gene, gene expression, copper induction, identification copper regulatory 
sequence, Saccharomyces cerevisiae 4802. 

Sees ae gene expression, host-pathogen interactions, Fusarium solani 

cya gene, cloning, plasmids, gene expression, Erwinia chrysanthemi 2445. 

cya gene, gene regulation, cloning, clb gene, Erwinia chrysanthemi 4408. 

Cyanophora paradoxa, phycobiliproteins, nucleotide sequence, cloning 4623. 

CYC gene deletion, point mutation, effects on start sites selection mRNA 
5'-terminus, mapping, site-directed mutagenesis, Saccharomyces cerevisiae 3344. 

CYC1 gene, gene regulation, inversion, TATA box. Saccharomyces cerevisiae 2838. 

cytochrome b, nucleotide sequence, Schizosaccharomyces pombe. comparison 
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ON eee polA gene, mutants, nucleotide sequence, gene mapping, Escherichia 

coli ie 

ONA polymerase (RNA-dependent), cauliflower mosaic virus, cloning, gene 
expression, Saccharomyces cerevisiae 914. 


ONA primase, Pseudomonas aeruginosa, cloning, transposon Tn5, gene expression, 
Escherichia coli 5364. 


DNA repair, cloning, mutagenesis, reviews 4004. 

DNA repair hexB gene characterization, gene products identification, 
Streptococcus pneumoniae 1826. 

pie ean protein gene 5, binding, single-stranded DNA, phage fd, reviews 


dnaA gene, gene regulation, characterization, Escherichia coli 2382. 

cDNA, hybridization analysis, mRNA, gene mapping, Sendai virus 3650. 

cDNA nucleotide sequence. cattle 4656. 

cDNA, photosynthesis reaction centers subunits, nucleotide sequence, 
Rhodopseudomonas viridis 33. 

dnaY gene, tRNA arg. dnaY promoter, nucleotide sequence, RNA biosynthesis, 
Escherichia coli 4153. 

OP-8 gene, DQ-8 gene, DR-8 gene. DO-8 gene, cDNA nucleotide 
sequence comparison, DO- gene mapping, +gene expression, histocompatibility 
antigen HLA D region, man 4686. 
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ee mapping, recombinants, Salmonella typhimurium, Salmonella potsdam 

sbcB gene mutants, roie DNA biosynthesis, plasmid pACY184, plasmid pBR322, 
Escherichia coli 3776. 

sbcB gene, suppression, recBC gene, mutation, DNA repair, U.V. radiation, 
Escherichia coli 2308. 

Scr gene, gene mapping, homeo box, mRNA localization embryos, Drosophila 4655. 

scrB gene, sucrose 6-phosphate hydrolase, purification, characterization, 
plasmids, Streptococcus mutans 5357. 

scrB gene, sucrose-6-phosphate hydrolase, cloning, plasmid pVA 1343, gene 
expression, Escherichia coli, Streptococcus mutans 4410. 

secA gene, mutants, protein biosynthesis, proteins secretion, maltose-binding 
protein, RNA biosynthesis, Escherichia coli 3085 

secretory proteins, gene expression, chickens, catiie, CDNA microinjection 
oocytes nuclei, Xenopus laevis, 4392. 

segments, lymphocytes T cells receptors variable region, recombination, 
lymphocytes B precursors cell lies 4862. 

aie abana S gene association style glycoproteins, Nicotiana alata 


sensitivity control, DNA repair, 3-carbethoxypsoralen+U.V. radiation treatment, 
Saccharomyces cerevisiae 1825. 
sex determination, Sxl gene, nucleotide sequence, mutation, lethality, Drosophila 
melanogaster 3236. 
ee protein, cDNA nucleotide sequence, complement component C4 homology, 
mice ; 
SfiA ee gene products role, cell division inhibition reversibility, Escherichia 
coli § 
sfrB gene, plasmid pLC 14-28, plasmid pKZ17, restriction endonuclease mapping, 
_gene expression, gene regulation, mutants 3408. 
silent, mice, gene amplification, gene products, Rauscher leukemia virus 
_ infection, spleen cells mice 2318. 
silent pili, gene conversion, silent pilS1 locus nucleotide sequence analysis, 
Neisseria gonorrhoeae 3732. 
SIR gene, gene products, position effects on gene regulation a gene, a gene, 
tRNA genes 3831. 
SIR gene, gene regulation, nucleotide 
Saccharomyces cerevisiae 4367. 
SIR gene, isolation, cloning, hybridization analysis, gene libraries, 


sequence, MAT locus, mating types, MRNA, 
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Saccharomyces cerevisiae 4622. 

SIR1 gene, SIR3 gene, SIR4 gene, gene mapping, chromosomes, genetic engineering | 
3712. 

sis gene, hybridization analysis, gene expression, transcription, 
platelet-derived growth factor, endothelium cells, cattle, man 859. 

7SL gene, localization internal promoters + regulatory nucleotide sequence. man 
5157. 

SNF gene, gene regulation. SUC2 gene upstream region effects on. Saccharomyces 
cerevisiae 1322. f 

SNF2 gene mutation, SUC2 gene derepression, Saccharomyces cerevisiae 1864. 

SNF1 gene, protein kinase. catabolite repression, nucleotide sequence. 
Saccharomyces cerevisiae 5250. 4 

SNR10gene, RNA, cloning, nucleotide sequence, mutants, Saccharomyces cerevisiae 
4639. 

spa gene, protein A, Staphylococcus aureus, gene fusion, amy gene, Bacillus 
amyloliquefaciens, cloning, gene expression, Bacillus subtilis 2927. 

speA gene, exotoxins, nucleotide sequence, phage 112, cloning, Streptococcus 
pyogenes 4670. 

Spect gene, identification, 5'-terminus mapping, genomes, Strongylocentrotus 
purpuratus 4133. 

spec 1 gene, gene expression, zinc dose-response effects, embryos. Echinodermata 
2366. 


spf gene, deletion, site-directed mutagenesis, null mutation, viability, 
Escherichia coli 5388. , 
splicing, pX sequence, protein biosynthesis, T cell leukemia virus 1606. 
spo gene, locus spo19, locus spo20, gene mapping, ascospores, Schizosaccharomyces 
pombe 4648. 
SPO11 gene, role meiosis, recombination. yeasts 1321. 
SPO11 gene role, recombination, meiosis, mitosis, DNA, his4 gene, Saccharomyces 
cerevisiae 1865. i y 
spoliG gene regulation, sigma factor, sporulation, Bacillus subtilis 1357. 
spore outgrowth outB gene, transformation, Bacillus subtilis 1379. 
spores proteins, gene mapping, Bacillus subtilis 4690. 
sporulation regulation, gene expression, identification early region, +middle 
region, +late ire mRNA levels. Saccharomyces cerevisiae 3839. _ 
sporulation spolVC gene, transduction, phage 0105 cloning vectors, Bacillus 
subtilis 1907. 
sporulation, spoOB gene, cloning, Bacillus subtilis 3414. 
sporulation spoT7 gene, gene mapping, Saccharomyces cerevisiae 1677. 
sporulation, SPO15 gene, centromeres linkage, chromosome XI, requirements 
meiosis, Saccharomyces cerevisiae 4794. j 2 
SPT3 gene, genetic control. transposon Ty transcription, RNA biosynthesis, 
Saccharomyces cerevisiae 2093. é 
src gene, gene products, N-terminus amino acid sequence, transfection, Rous 
sarcoma virus 375. . 
v-src gene, nucleotide sequence, role C-terminus, temperature-sensitive mutant 
Rous sarcoma virus 4245. 
srmB gene, nucleotide sequence, Escherichia coli 2225. 
ssb gene, DNA homology, plasmids, Escherichia coli 3260. 
SSN6 gene, gene regulation, SUC2 gene SSN6 gene effects on, Saccharomyces 
cerevisiae 1322. 
SSP gene, starvation proteins, cloning, Escherichia coli 2449. ' 
sspA gene, spores proteins, cloning, nucleotide sequence, Bacillus subtilis 4687. 
sspB gene, spores proteins, cloning, nucleotide sequence, Bacillus subtilis 4687. 
sspD gene, spores proteins, cloning, nucleotide sequence, Bacillus subtilis 4687. 
ssy gene, gene mapping, cold sensitivity suppressor mutant, characterization, 
Escherichia coli 5248. 
Staphylococcus aureus protein A. cloning, gene expression Escherichia coli, 
Saccharomyces cerevisiae. nucleotide sequence 3629. 
Staphylococcus aureus spa gene, gene expression, gene products protein A, 
transformation, Bacillus subtilis 1444. 
STE12 gene gene products requirements, a-specific genes, +a-specific genes 
lene expression, Saccharomyces cerevisiae 4795. 
STE2 gene, gene regulation, cloning, mating types specificity, Saccharomyces 
cerevisiae 5338. 
Streptomyces tenjimariensis, aminoglycoside antibiotics, antibiotic resistance, 
cloning, Streptomyces lividans, association, rRNA 16S, methylation 2920, 
streptomycin 6-kinase, Streptomyces griseus, cloning, gene expression, 
Streptomyces lividans 4919. 
structure, organization, gene expression, reviews, nuclei, plants 3512. 
SU8 gene, suppressor mutant, tRNA Ser, Podospora anserina, cloning, 
transformation, nucleotide sequence, Schizosaccharomyces pombe 4636. 
SUC2 gene derepression, SNF2 gene mutation, Saccharomyces cerevisiae 1864. 
SUC2 gene, upstream region, effects on gene expression, effects on gene 
regulation SNF gene SSN6 gene, Saccharomyces cerevisiae 1322. 
succinate dehydrogenase fumB gene, gene mapping, Escherichia coli 1208. 
sucrose a-D-glucohydrolase, cloning, phage A, plaque assay, 
recombination, gene expression, mutants, Streptococcus mutans 4405. 
ee ee Bacillus subtilis, cloning, gene expression, Escherichia 
coli iE 
sucrose metabolism SCR-53 gene, cloning, plasmid scr-53, Salmonella 2457. 
sucrose synthase, Sh gene, nucleotide sequence, exons, +introns structure, Zea 
mays 1787. 
sulA gene, ompA gene, deletion mutant, Escherichia coli 2272. 
Sup-7(st5) X gene, hybridization analysis, Caenorhabditis elegans 758. 
SV40 antigen T, poliovirus 1 recombinants, use live vaccines. 
temperature-sensitive mutant 3398. 
SV4O0, cloning, gene expression, Saccharomyces cerevisiae 408. 
SV40 enhancer sequence, SV40 genes, +MGH gene gene fusion, effects on 
tumorigenesis, transgenic mice 1443. 
Sxl gene, activation, sex determination. dosage compensation, X chromosome 
regions, Drosophila 3815. 
synthesis, oligodeoxynucleotides, site-directed mutagenesis, gene expression. 
chemical modification, proteins 5020. 
synthetic, mitochondria adenosinetriphosphatase subunit 8. construction, coding 
mitochondria aap1 gene gene products, Saccharomyces cerevisiae 3207. 
synthetic, oligodeoxyribonucleotides synthesis, insertion, plasmids 4521. 
tagatose 1,6-bisphosphate aldolase, cloning, gene expression, Escherichia coli, 
Streptococcus lactis 2902. 
tatill gene, trans-activation, 3-D-galactosidase gene fusion, 
immunoprecipitation fusion proteins, T cell leukemia virus Ill 5406. 
Tc gene, antibiotic resistance, plasmid pAV5, transposon Tn441, gene mapping. 
Acinetobacter calcoaceticus 1655. 
Tc gene, repeated sequence. site-directed mutagenesis, plasmid pBR 322 398. 
Tcp-1 gene. gene families. gene mapping. CDNA nucleotide sequence, haplotypes 


Genes, (continued) 

chromosomes, mice 3749. 

terC gene, pools phage SPB, cosmids cloning Bacillus subtilis 3682. 

wine factor rho rho gene, overproduction, gene expression, Escherichia 

le 

tetracycline resistance, nucleotide sequence, cloning vectors construction, 
Escherichia coli, Bacillus subtilis 3394. 

tetrahydrofolate dehydrogenase, 5'-terminus flanking region, transcription 

: nad geri ali poh eoreiicsten mice 2080. 

letranhydrofolate dehydrogenase dfrA gene, cloning, F i 
Hattie trea rae We ; ‘Og fe] cloning, gene mapping, plasmid pER1, 

tetrahydrofolate dehydrogenase, DHFR gene promoters, binding HeLa cells 
transcription factor Sp1, mice 3995. 

tetrahydrofolate dehydrogenase, gene regulation, RNA biosynthesis, cell cycle 
dependent, mice 5312. 

SEA a gene mapping, chromosome 2, hybridization analysis, hamsters 


TH gene, mRNA, cDNA, hybridization analysis, adrenal gland, cattle 1226. 

thermophilic a-amylase, nucleotide sequence, Bacillus stearothermophilus, 
Bacillus licheniformis 4643. 

threonine dehydratase tdc gene, cloning, gene expression, Escherichia coli 2448. 

thrS gene threonyl-tRNA synthetase, gene regulation, gene expression, cloning, 
Escherichia coli 1848. 

hg ae antigen, mice, nucleotide sequence, transtection, SV40, gene expression, 

lbroblasts, mastocytoma, rats 2854. 

Thy-1.2 gene, nucleotide sequence, mice 2663. 

thymidine kinase, Herpes simplex virus, gene fusion, gene expression, 
Saccharomyces cerevisiae 2921. 

thymidine kinase, herpes simplex virus, transfection, isolation, Escherichia coli 
selection use, mammalian cells 1909. 

thymidine kinase, herpes simplex virus 1, mammary gland carcinoma transformed 
cells, (E)-5-(2-bromovinyl)-2'-deoxyuridine inhibition, mice 4837. 

thymidine kinase, thymidylate kinase, CDC8 gene, Saccharomyces cerevisiae, 
complementation, TK gene, herpes simplex virus 1 1080. 

vipeer io synthase genes, splicing, nucleotide sequence, introns RNA, phage T4 


thyroglobulin, gene expression, genetic controls, mammalian cells 2326. 
thyroglobulin gene, gene expression, gene products, quantitation 
mRNA -+ thyroglobulin, transformed cells, rats, thyroid, rats 1353. 
aK. gene promoters upstream regions, HeLa cells, transcription factors, HeLa cells 
17. 
tms gene, DNA, gene expression, Agrobacterium infection, Daucus carota tissue 
culture 3862. 
tnpA gene, transposon Tn501, function, evolution 2411. 
tnpM gene, gene products, transposition, regulation, transposon Tn21 1389. 
tolA gene, tolB gene, gene mapping, Escherichia coli, fii locus, association, 
phage f1, infection 261. 
toluate-1,2-dioxygenase xylD gene, 3,5-cyclohexadiene-1 ,2-diol-1-carboxylate 
dehydrogenase xyiL gene, cloning, transformation, Pseudomonas putida, TOL 
lasmid, Escherichia coli 925. 
TOP2 gene, topoisomerase 2, gene Lorre) Saccharomyces cerevisiae 4746. 
a-toxin, protein A, gene regulation, RNA biosynthesis, Staphylococcus aureus 
2801. 
toxins, phage H-19B, cloning, gene expression, Escherichia coli 4407. 
toxins, Shigella dysenteriae, chromosomes, argE locus, gene mapping, Escherichia 
coli 4701. 
Tpr gene, nucleotide sequence, tetrahydrofolate dehydrogenase, cloning, IncFIV 
plasmid, Escherichia coli, drug resistance, trimethoprim, man, pigs 2670. 
tps gene+ops gene complementation, Myxococcus xanthus differentiation 1716. 
tra gone, gene regulation, Fin-groups plasmids inhibition derepressed F-like 
plasmids, conjugation 1911. 
traJ gene, nucleotide sequence, R1-19 plasmid, F plasmid, traYZ promoter, 
Escherichia coli 3237. f . ; 
traM gene, cloning, nucleotide sequence, plasmid R100, conjugation, Escherichia 
coli 3651. 
traM gene, nucleotide sequence, R1-19 plasmid, F plasmid, traYZ promoter, 
Escherichia coli 3237. . iA 
transacting factors, gene mapping, cloning, transfection, T cell leukemia virus 
Il 5436. 
transcription factor II! A, CDNA clones isolation, nucleotide sequence, RNA 
levels developmental stages, Xenopus 2141. 
transcription factor 1, nucleotide sequence, phage SPO1 251. 
transcription, MRNA, rRNA, levels, plastids, Lycopersicon esculentum 1077. 
transfection, histocompatibility antigen H-2 D determinant identification, mice 
4834. 
transferrin, duplication, organization, nucleotide sequence analysis, restriction 
endonuclease mapping, man 5188. 4 
transferrin, hybridization analysis, restriction endonuclease mapping, man, 
Primates 2156. 
transferrin receptors, nucleotide sequence, man 2676. q 
transtormation, activation, DNA rearrangement, 3T3 lymphoma cell lines 2855. 
transforming, difference Epstein-Barr virus, Jijoye virus, recombinants viruses 
5233. 
transforming growth factors, TGFa gene gene expression, MRNA levels, 
developmental stages, embryos, rats 3363. : , ; ; 
transforming, oncogenes, cDNA, gene fusion tropomyosin, +protein tyrosine kinase 
nucleotide sequence, colon carcinoma, man 1749. _ ; 
transposon Tn10, plasmids, mutants promoters, RNA biosynthesis, rates, 
Escherichia coli 1092. ‘ PARES 
transposons, gene mapping, chromosome I, Petunia : ’ 
Sarenceonal nergy aie, nucleotide sequence, restriction endonuclease 
mapping, Escherichia coli 1743, _ ‘ iets 
traY gene, trad gene, plasmid F, amino acid sequence, Escherichia coli 2289. 
trfA gene, plasmid RK2, temperature-sensitive mutant, DNA biosynthesis, complex 
coh manibranes, Escherichia coli minicells 3779. 
triosephosphate isomerase chickens, cloning, nucleotide sequence, gene 
expression, complementation deficient mutant Escherichia coli 4898. ; 
triosephosphate isomerase, flanking region, DNA nucleotide sequence analysis, 
chickens 3186. ; 
Triticum a-amylase, transformation, gene expression, secretion, Saccharomyces 
cerevisiae 3931. Ae 
trnM2 gene 5'-terminus deletion mutant effects on transcription, chloroplasts 
DNA, Spinacea oleracea 1781. F : 
trp gene, nucleotide sequence, Aspergillus nidulans 1675. 
trp1-566 gene amber mutant, identification, Schizosaccharomyces pombe 1668. 
trpC gene, Aspergillus nidulans, gene fusion, lacZ gene, Escherichia coli, gene 
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regulation 844. 
ape gene, deletion, Escherichia coli, complementation, cDNA. Leptospira biflexa 

trs gene, nucleotide sequence, Streptomyces 2252. 

tryptophan trpB gene, Brevibacterium lactotermentum, cloning. gene expression, 

pesmi PBR322, Escherichia coli 4939. 

TS gene man, gene mapping chromosome 18 man, thymidylate synthase 2150. 
B-tubulin benA gene, gene mapping, microtubules, Aspergillus nidulans 743. 
B-tubulin benA gene, isolation, characterization, Aspergillus nidulans 1669. 
f-tubulin, benA gene, tubC gene, cloning, gene expression, transformation, 

Aspergillus nidulans 932. 

B-tubulin, chimeras chickens Saccharomyces cerevisiae, gene products 

incorporation microtubules, NIH/3T3 cells 5419. 

B-tubulin, mutation, cloning, nucleotide sequence analysis, gene mapping, 

chromosome 6, Saccharomyces cerevisiae 3686. 
tubulin, promoters, Chlamydomonas reinhardtii, gene fusion, plasmids, 

transformation, Acetabularia mediterranea 5356. 

B-tubulin, TK gene, HSP70 gene, p53 gene, gene expression, adenovirus (human) 

12 infected cells, +transformed cells, man 5330. 
tufA gene, +tufB gene double mutants, clongation factor Tu mutation, suppression 
- onsense geet: reviews, Escherichia coli 1514. 

a! gene, 12 gene, nucleotide sequence, lacZ gene fusion, transposon 

Ty912, Saccharomyces cerevisiae 3752. 2 
type IV procollagen a1-chain, gene mapping, hybridization analysis, 

chromosome 13, man 1183. 
tyrB Me uceotee sequence, aromatic-amino-acid-aminotransferase, Escherichia 

coli : 
tyrocidine synthetase, cloning, Bacillus brevis 2452. 
tyrosine aminotransferase, gene expression, albino locus deletion effects on, 

chromosome 7, mice 3846 : 
tyrosine aminotransferase, TyrATase gene, cyclic AMP activation, RNA biosynthesis 

regulation, induction enzymatic activity, hepatocytes, rats 623. 
tyrosine protein kinase, cloning, characterization, lymphoma, mice 3404. 

Wee 3-monooxygenase, gene expression, reserpine effects on, tissues, rats 

sept synthetase, site-directed mutagenesis, Bacillus stearothermophilus 
417. 

U1 gene, gene expression, embryos, Lytechinus variegatus 2355. 

U.V. radiation resistance, cloning, plasmids, plasmid pHV1301, Streptococcus 

lactis 1382. 

U1b gene, gene expression, L cells, mice 2349. 

uidA gene, nucleotide sequence, Escherichia coli 2251. 

uidR gene, uidA gene, gene expression, gene regulation, Escherichia coli 2379. 
wer gene: gene products, Escherichia coli, effects on phage 4 SOS repair 

1 : 
unc-54 gene, mutation, transposition Tc! sequence DNA, Caenorhabditis elegans 

1391. 

URA1 gene, promoters RNA biosynthesis, Saccharomyces cerevisiae 2754. 
URAS3 gene, promoters RNA biosynthesis, Saccharomyces cerevisiae 2754. 
URAS3 gene, Saccharomyces cerevisiae, cloning orotidine-5'-phosphate decarboxylase 

Candida albicans, complementation 4942. 

URA3 gene+FUR1 gene, double deficient mutant, a1-antitrypsin gene expression, 

continuous culture, Saccharomyces cerevisiae 4934. 

URF1 gene, nucleotide sequence, mitochondria, Neurospora crassa 1700. 

URF-1 gene, gene products identification, mitochondria, Neurospora crassa 4805. 
US11 gene, late region, effects on phosphonoacetic acid gene expression, herpes 
simplex virus 1 3364. 

uvr6 gene, mutation, gene expression, photoreactivation, effects on, U.V. 

radiation, Escherichia coli 2772. 
uvr gene products, tryptophan pyrolysis products induction SOS repair, 

Escherichia coli 5280. 
uvrA gene, U.V. radiation, DNA repair, single-stranded breaks, Escherichia coli 

3796. 
uxaB gene, nucleotide sequence, lacZ gene, gene fusion, gene regulation 4160. 
uxuR gene, gene expression, repressors interaction, Escherichia coli 2803. 
vari gene, cloning, nucleotide sequence, Torulopsis glabrata, homology, 

Saccharomyces cerevisiae 1697. 
vaniability, acquired immune deficiency syndrome, lymphadenopathy virus, 

nucleotide sequence, man 5097. 
vir gene, Ti plasmid, DNA circles, cloning, Agrobacterium tumetaciens, gene 

expression, gene regulation, galK gene, Escherichia coli 4825. 
virulence, gene mapping, herpes simplex virus 1 668. 
virulence, plasmid pTiBoS42, cloning, restriction endonuclease mapping, gene 

libraries, Agrobacterium tumefaciens 4685. 
viruses, detection, DNA hybridization anaiysis, tissues 1710. 
viruses, endogenous, expression, group-specific antigens expression, chickens 

2835. 
visuai perception RNA biosynthesis, in situ hybridization, man 4071. 

VL30 gene, gene expression, cDNA, hybridization analysis, SV40 transformed cells, 

3T3 cells 763. 
von Willebrand factor, CONA nucleotide sequence, domains, pb aon man 4204. 
VP1 gene, cDNA clones, nucleotide sequence, foot-and-mouth disease virus 3671. 
vph gene, nucleotide sequence, Streptomyces 2252. : 

VSG genes, ESAG genes, gene families, coordination gene expression, +RNA 

biosynthesis, Trypanosoma brucei 4627. . 
whAB1.6 gene, nucleotide sequence determination, gene expression, gene products 

chlorophyll a/b protein, hybridization analysis, Triticum 1212. 

WHI2 gene, cloning, gene mapping, Saccharomyces cerevisiae 2664. 
white gene, 5'-terminus flanking region, gene transfer, germ cells mutants, 

identification regulatory elements, Drosophila 4441. 
white gene, gene expression, gene regulation, identification regulatory elements, 

5'-terminus flanking region, Drosophila 4893. : ; 
white gene gene expression, hsp70 promoter regulation RNA biosynthesis, 

transposition, Drosophila melanogaster 4319. . 
xthA gene, mutants, gene regulation, heat shock, gene products proteins, 

Escherichia coli 2822. j ; 
xylanase, Bacillus subtilis, cloning, gene expression, Escherichia coli 918. 
xylose isomerase xylA gene, cloning, overproduction, transformation, promoters, 

Escherichia coli 5412. noe 
D-xylose, uptake, activity, mutants, cloning, Escherichia coli 2378. 

Yaa gene genetic control, anti DNA autoantibodies response, mice 3350. _ 

yolk proteins, RNA biosynthesis, 20-hydroxyecdysone stimulation, Drosophila 
melanogaster 131. : 

yp1 gene, variants, transposition, yp1 gene gene regulation, localization fat 
body regulatory regions, enhancers, germ cells transformed cells, Drosophila 
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Genes, (continued) 
melanogaster 4437. 
zein, gene expression, gene regulation, Zea mays 5302. 
zein gene families organization, cDNA probes, hybridization analysis, genomes, 
grasses, Zea 4129. 
Genetic code, 
anticodons, specificity, glutamine codons, termination codons, tRNA Gin, 
Tetrahymena thermophila 5024. 
codons use, thermodynamics, viruses, theories 2768. 
mitochondria, reviews, animals 4506. 
models, nucleotides amino acids complex conformation 3057. 
origin, evolution translation apparatus, models, use, chromatography 1037. 
primordia, amino acids, anticodons, relationship, conformation characteristics 
3079. 
RNA complementation, peptides binding, amino acids hydrophobicity 4566. 
Genetic control, : 
mutants, protein biosynthesis, reverse transcription, Rous sarcoma virus 4253. 
Genetic counseling, ‘ 
applications, genomes probes, restriction fragment length polymorphism, X 
chromosome, man 5178. 


diagnosis, polycystic kidney, genetic markers, APCKD locus linkage a-globin, 
ies 16, man 2143. : 
Duchenne's muscular distrophy, genetic markers, X chromosome, restriction 
endonuclease mapping, man 2220. 
restriction fragment length polymorphism, multiallelic genetic markers, use 
mathematics 733. 
Genetic distance, 
DNA, repeated sequence, restriction endonuclease mapping, hybridization analysis, 
evolution, Balaenoptera 1738. 
Genetic rib seipecsty 2 
plications, sex identification methodology, blood stains, criminality 5173. 
biodegradation, pollution control, microorganisms, reviews 4003. 
chromosomes jumping gene libraries, cosmids, Mammalia 4385. 
chromosomes, plasmids isolation methodology, Saccharomyces cerevisiae 4587. 
cloning vectors, cloning, biotechnology, microorganisms 413. 
cloning vectors, positive selection, gene libraries, Schizosaccharomyces pombe, 
Saccharomyces cerevisiae 4880. 
computer applications, DNA nucleotide sequence analysis, Apple Macintosh 4208. 
Corynebacterium 889. 
Cyanophyta, reviews 4009. 
cyanuric chloride activated-matrix, use binding DNA, RNA, proteins, methodology 
5078. 
determination, nucleotide sequence, DNA, methodology 4235. 
DNA fragments purification methodology, agarose gel electrophoresis, NENSORB 
column chromatography 5077. 
DNA nucleotide sequence determination methodology, computer applications, 
fluorescence 4229. 
DNA nucleotide sequence determination methodology, direct blotting gel 
electrophoresis, Z-form, Escherichia coli 4238. 
DNA nucleotide sequence determination methodology, phage T3 RNA polymerase, 
ribonocleotides analogs 4210. 
DNA nucleotide sequence determination methodology, plasmids, DNA polymerase 
(RNA-dependent) 4212. 
DNA nucleotide sequence determination methodology, plasmids, use buffers 5183. 
DNA nucleotide sequence determination methodology, reversed-phase column 
chromatography, solid phase methods, automated methods 5185. 
DNA nucleotide sequence determination methodology, use chemical modification, 
cleavage 5166. 
DNA polymerase | Klenow fragment, subtilisin preparation, comparison cloning gene 
products 4784. 
DNA purification, NENSORB column chromatography, removal salts, proteins 4106. 
sag ipuntication methodology, Sephadex column chromatography centrifugation 
cDNA, single-stranded, probes, cloning vectors, phage M13 4381. 
endocrine system, books 2498. 
endodeoxyribonuclease, DNA nucleotide sequence specificity, statistical analysis, 
non-Poisson distribution 4447. 
8-endotoxin, cloning, Bacillus thuringiensis, reviews 3014. 
pp abiag bc proteins, phosphoglycerate kinase chimeras, Saccharomyces cerevisiae, 
man 5 
Escherichia coli, plasmids isolation methodology, RNA removal, Ultrogel A2 column 
chromatography 3603. 
Escherichia coli, 27-desamidosecretin, overproduction 1945. 
expression gene libraries screening methodology, use biotin, avidin+horseradish 
peroxidase, antibodies, phage \ gt11 5391. 
6-D-galactosidase gene fusion, cloning vectors, Escherichia coli 4875. 
gene expression, eukaryotes, books 498. 
gene fusion lacZ gene, lactose operon, reviews 1006. 
gene libraries, phage \, screening, Drosophila 3866. 
gene ne chromosomes, SIR1 gene, SIR3 gene, SIR4 gene, Saccharomyces 
cerevisiae 3712. 
gene transfer, fungi, reviews 4011. 
gene transfer, plants tumorigenesis, reviews, Agrobacterium tumefaciens, 
Agrobacterium rhizogenes 4005. 
pene transfer, transduction, phages 3367. 
igh molecular weight DNA isolation methodology, pulsed field gradient gel 
electrophoresis 5073. 
host systems, use, soil extracts, viability, Bacillus stearothermophilus 2423. 
in situ hybridization methodology, alkaline phosphatase + biotin conjugate, RNA 
, reviews 4431. 


detection 4051. 
industrial applications Bacillus, rogercisleae | 
industrial applications, cell culture, tissue culture, plant cells 4514. 
B-interferon protein biosynthesis, zinc effects on yield 1944. 
Lactobacillus, dairy starters, starter cultures 890. 
live vaccines, vaccinia virus, reviews 1501. 
methodology, U.V. radiation induction limitations digestion 
endodeoxyribonuclease, restriction endonuclease mapping 4608. 
methodology, biosynthesis cDNA agarose gels, RNA plant viruses 3602. 
mete: Gorin nucleotide sequence recognition sites, endodeoxyribonuclease: 
pe B 
methedology: RNA preparation, phage SP6 RNA polymerase, vaccinia virus 
guanylyltransferase 4067. 
methodology, use macroreticular resins ethidium bromide adsorption 4585. 
microorganisms, reviews 2504. 
Moloney leukemia virus, v-mos gene, mutants, fibroblasts, mice 384. 


Genetic engineering, (continued) = = ; 
mutagenesis, antibiotics biosynthesis, microorganisms 1397. 
mutagenesis, recombination, biotechnology, microorganisms 394. 
mutation induction, analysis, reviews 4007. ra ~e : 
phage \ DNA isolation methodology, plaques, petri dishes, Escherichia coli 
5075. Saif 
phage M13 DNA isolation methodology, role nucleotide sequence determination, use 
microtiter plates 5072. 
plant breeding, reviews 1503. 
plant breeding, reviews 1504. ' F ae 
plant cells, bleomycin selection markers, Agrobacterium tumefaciens, Nicotiana 
plumbaginifolia, cell culture 5389. “nye P . 
plants, use Ti plasmid, +Ri plasmid, research predictions, reviews, Agrobacterium 
tumefaciens, Agrobacterium rhizogenes 4006. 
plasmids, gel electrophoresis isolation ligation products, methodology 4386. 
plasmids, protein biosynthesis, initiation factors, lactose repressor, 
characterization, Escherichia coli 1568. ’ , F 
protein biosynthesis, DNA recombinants, filamentous microorganisms, fungi 4365. 
protopiast fusion, crops 4868. 
protoplast fusion, fungi, reviews 2014. 
RNA, cloning, rotavirus (bovine), vaccines 3421. i, F ie 
MRNA isolation methodology, agarose gel electrophoresis, biological activity 
5034. 
thalassemia correction, gene transfer, gene expression, transgenic mice 5430. 
transformation methodology, use media (selective), Cyanophyta 4891. 
transposons, plasmid pLG221, transposon Tn5, Collb-P9, transposon Tn10, 
characterization, Pseudomonas putida 1928. 
use, protoplasts, reversion, regeneration, Penicillium 2901. 
vaccines, reviews 3422. 
vaccines, reviews 3503. 
vaccines, viruses, chickens 3502. 
yeasts 2505. . 
yeasts, malolactic fermentation, wine, gene transfer, Leuconostoc, Lactobacillus, 
Pediococcus 3870. 
Genital tract, 
tumors, papilloma virus (human) 16 DNA detection, females, man 2769. 
Genomes, 
analysis, Trypanosoma antigenic variants, reviews 2261. 
ARS sequence, construction cloning vectors, Candida maltosa 4876. 
black beetle virus, RNA nucleotide sequence 1050. 
copy number control, nucleotide sequence, Tetrahymena thermophila 1688. 
daphne virus X, infection, RNA, detection, hybridization analysis, Nicotiana 
clevelandii 2052. 
DNA nucleotide sequence, repeated sequence conservation, Streptomyces 
chrysomallus 1713. 
eukaryotes, reviews 2506. 
hepatitis B virus, high frequency, protein biosynthesis, CHO cells 5272. 
homology, amino acid sequence analysis, herpes simplex virus 1, varicella-zoster 
virus 3269. 
inverted repeat, restriction endonuclease mapping, mitochondria, male sterility, 
Zea mays 5135. 
mitochondria, apocytochrome b genes, nucleotide sequence, Schizosaccharomyces 
pombe 1671. 
mitochondria, DNA biosynthesis origin, Saccharomyces cerevisiae 1808. 
nuclear polyhedrosis virus, DNA repeated sequence, Choristoneura fumiferana 
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platinum binding sites, effects on conformation 1520. 


residues, pentanucleotide repeated sequence, requirements antigen T binding ONA, 
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binding, inhibition, H-ras gene p21 C-terminus antibodies 995. 
Guanine nucleotide exchange factor, 
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Guanine nucleotide-binding protein, 
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Guanine nucleotides, 
regulatory N protein effects on phospholipase C activation 3039. 
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binding specificity, ribosomes, RNA, splicing, catalysis, Tetrahymena 1565. 
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domains, characterization, ribosomes, archebacteria 4044. 
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His, Escherichia coli 3078. 
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vaccinia virus, RNA preparation, phage SP6 RNA polymerase. genetic engineering 
methodology 4067. 
Guinea-pigs, 
defibrotide stimulation, prostacyclin formation, blood vessels, heart 551. 
herpes simplex virus 1, herpes simplex virus 2, clinical isolates, 
5-ethyl-2'-deoxyuridine, susceptibility 2021 
liver, ribosomal proteins phosphorylation, Q fever experimental infection 
induction, effects on translation 149 
poe kinase C phosphorylation, ribosomal proteins, exocytosis, parotid gland 
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Haemophilus influenzae, 
capsules, genes, deletion mutagenesis, effects on virulence rats 3687. 
chromosomes, phage HP1c1, genomes, integration, lysogeny 316. 
cloning, membrane proteins DNA, Escherichia coli, gene expression 3412. 
DONA processing, transformation systems, plasmids models 873. 
plasmids, recombination, conjugation 382. 
transfection, phage HP1, transformation, glycerol, double-stranded DNA 4328. 
renee cells, changes virulence, +cell walls composition, DNA transduction 
1329. 
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DNA, RNA, oligonucleotides, structure, N.M.R. 3770. 
Hairy cell leukemia, 
clones origin, immunoglobulins genes, hybridization analysis, case reports, man 
4181. 
Half-life, 
poly(A:U), metabolism, fate, rabbits 552. 
Halobacterium cutirubrum, 
elongation factor 2, amino acid sequence, Corynebacterium diphtheriae toxins 
induction ADP-ribosylation, evolution 1500. 
Halobacterium cutirubum, 
RNA biosynthesis, processing rRNA 4569. 
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ribosomes, crystallization, X-ray crystallography 1041. 
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chromosomes, DNA nucleotide sequence 4159. 
RNA, poly(A)-containing, isolation 4543 
rRNA 5S genes, nucleotide sequence 2247. 
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nucleotide sequence, rRNA 16S genes, cloning, phylogeny, Methanobacterium 
formicicum 4157. 
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nucleotide sequence, rRNA 16S genes, cloning, phylogeny, Methanobacterium 
formicicum 4157. 
S-(2-Haloethy!)-mercapturic acid, 
analogs, plasmids, DNA interaction 3172. 
Halogenated hydrocarbons, 
effects on sister chromatid exchange, man 1991. 
Halophilic bacteria, 
Halobacterium marismortui, ribosomes, crystallization, X-ray crystallography 
1041. 
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aminacrine derivatives, chromosome aberrations, in vitro, cells 5473. 
benzo(e)pyrene effects on associated ONA adducts, tissue culture 2615. 
benzo(a)pyrene effects on DNA, alkaline lability sites, ONA repair, in vitro, 
cells 4271. 
bleomycins, effects on poly(ADP-ribose) synthetase, lung fibrosis association 
3789. 
brain, DNA, hybridization analysis. scrapie agent 4190. : 
brain, hybridization analysis, gene expression, RNA concentration, scrapie agent 
4091. 
brain, neurons, DNA repeated sequence, homology rats. mice 284. ‘ 
brain, tumors progression, SV40 transformed cells, DONA hybridization analysis 
2177. 
cell cycle dependent DNA repair, y radiation sensitivity mutants, cell lines 
2782. 
cell line, 5-bromodeoxyuridine, U,V. radiation, DNA damage, poly(ADP-ribose) 
effects on DNA repair 2781. : 
cell lines, DNA, bergaptene, methoxsalen photoaddition 640. 
cell lines, DNA+cell membranes complex, y radiation neutron radiation eftects 
on 642. 
cell lines, electron transport chain complex | mutation, genes, DNA. 
transformation, gene expression 1952. 
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cells, U.V. radiation sensitivity mutants, U.V. radiation effects on 
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Hamsters, (continued) 

chromium, DNA lesions characterization, in vitro 4124 

chromosomes, intracisternal A-particles DNA distribution 1729 

chromosomes structure, decondensation, +nuclease digestion effects on 5491 

aA-crystallin genes, nucleotide sequence analysis, organization 4142 

cysteamine protection, X radiation induction, Chromosome aberrations, fibroblasts 
cell lines 2984. 

cytomegalovirus (human), DNA, transformed cells, hybridization analysis 5102 

desmin genes exons, +introns organization, transformation hamsters eye lens 
cells, +man HeLa cells 5262 

1,2-dimethylhydrazine effects on DNA, proteins alkylation, in vitro 4117 

dinitropyrenes, sister chromatid exchange, tissue culture 3472 

DNA, restriction endonuclease mapping, cytochrome P450 genes, gene mapping, 
chromosome 4 1763. 

drugs, genotoxicity 3132 

embryo cells transformed cells, hybrids, c-Ha-ras gene gene products 
suppression 3855 

fibroblasts, intercalating agents induction DNA strands breaks, correlation 
sister chromatid exchange, +mutation, +cytotoxicity 4111 

fibroblasts, Rous sarcoma virus transformed cells, chromosomes, localization Rous 
sarcoma virus proviruses DNA domains 3258. 

fluoranthene, sister chromatid exchange, in vitro 5479. , 

gene biosynthesis, DNA methylation effects on, herpesvirus aprt gene, thymidine 
kinase tk gene, cell lines, mice 3940. 

genes, plasmids containing, homologous recombination, rats 2861 

hydrogen peroxide, caffeine, sister chromatid exchange mutation relationship, 
cells 4490. 

hydroxymethylglutaryl-CoA reductase cDNA nucleotide sequence 4625. 

in vitro, caffeine, cells inactivation, DNA synthesis stimulation, chains 
elongation inhibition drugs 4280. 

interspecific hybridization, mice, effects on antibiotics sensitivity, 
mitochondria DNA 391. 

irradiated cells, nicotinamide, +caffeine effects on chromosome aberrations, 
+repair 2133. 

kidney cells, deletion, base pairs, enhancement, BK virus, transformation 314 

lung, B-adrenergic receptors, cDNA, genes, clones, homology rhodopsin 2687. 

man, scrapie agent cDNA homology 5217 

melanoma, iodine-123 radioactive labelling, 5-iodo-2-thiouracil uptake 518. 

mice, cell lines, somatic cells hybrids, a-interferon, +-interferon 
location centromeres proximal regions chromosome 4, DNA, hybridization analysis 
740. 

mitomycin C+5-azacytidine, sister chromatid exchange, DNA methylation, tissue 
culture 4479 

mutagens, methodology effects on sister chromatid exchange, alkylating agents 
969. 


nickel uptake, chromosome aberrations, in vitro, cells 5475. 

nucleoli proteins, staining, ovary 464. 

nucleoproteins, high-performance liquid chromatography methodology, 
reversed-phase chromatography 4981. 

ochratoxin A, sister chromatid exchange, cell culture 988. 

papovavirus, cloning, genomes, plasmid pBR322, restriction endonuclease mapping, 
hybridization analysis, Escherichia coli 5404. 

G phase arrested fibroblasts, c-myc gene, RNA biosynthesis, MRNA levels, gene 
expression, post-transcription regulation 2081. 

platelet-derived growth factor c-sis gene, cDNA nucleotide sequence, steroids 
regulation 2178. 

sarcoma, papilloma virus (bovine) 4, nucleotide sequence, DNA, detection 2121 

scrapie agent infected, brain, RNA, electrophoresis 581. 

Scraple agent, prions, in situ hybridization analysis, MRNA levels, cDNA, neurons 
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sister chromatid exchange, paraquat effects on 977. 
SV40 transformed cells, DNA, amplification, selectivity, carcinogens initiation, 
inhibitors effects on, DNA polymerase |, proteinase 815. 
TGF-a gene, gene mapping, chromosome 2, hybridization analysis 1759. 
toluene, +nitrogen dioxide, effects on sister chromatid exchange, genotoxicity, 
cytotoxicity, in vitro 4483. 
U.V. radiation effects on sister chromatid exchange, mitomycins, fibroblasts 971. 
U.V. radiation mutagenicity, alkylating agents, X radiation survival, cells, in 
vitro 4120. 
wg3h cell linesx Bloom's syndrome fibroblasts, sister chromatid exchange 
reversal 2980. 
X radiation, DNA breaks, cytotoxicity 4108. 
Hamstersx mice, 
somatic cells hybrids, mammary tumor virus unit || proviruses genomes, 
restriction endonuclease mapping chromosome 6 mice 1758. 
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mitochondria genomes, cytochrome oxidase subunit 2 genes, identification, 
isolation, gene mapping, use hybridization analysis 1187 
mitochondrial inheritance, cytochrome oxidase subunit |! nucleotide sequence, 
comparison Neurospora crassa, Saccharomyces cerevisiae 1167. 
Haploidy, 
mitochondria, DNA, restriction fragment length polymorphism, larvae, Apis 
mellifera 4187. 
Schizosaccharomyces pombe mutants, sporulation, DNA content 1626. 
Haplotypes, 
t-complex, loci, restriction endonuclease mapping, chromosome 17, mice 2642. 
Harvey sarcoma virus, 
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AGY-specific tRNA Ser, isolation, characterization, mitochondria, cattle 61. 
atriopeptigen gene expression, rats 2328, 
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hypoxia effects on gene expression, mice 2593. 
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thyroid hormones regulation, myosin heavy chains mRNA levels, rabbits 153 
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cloning vectors 3908. 
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Heat shock, 
DNA damage, effects on gene regulation, DDRA2 gene, DDR48 gene, Saccharomyces 
cerevisiae 4806 , 
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transposon P, Drosophila melanogaster 5219. 
gene regulation, hsp 26 gene, cloning, transformation, ovary, Drosophila 
melanogaster 3823. ‘ 
gene regulation, htpR gene, sigma factor, RNA polymerase, Escherichia coli 4819. 
gene regulation, xthA gene, gene products proteins, mutants, Escherichia coli 
2822 
genes, activation mechanism, eukaryotes, reviews 3002. 
genes, cloning vectors, transfection, gene expression, Drosophila 2895. _ 
genes, gene expression, induction heat shock proteins, MRNA, hybridization 
analysis, sporulation Saccharomyces, oogenesis Drosophila 1600. 
genes, gene regulation, developmental genetics, ecdysterone, cell lines, 
Drosophila 538. ; '. 
genes, sequence requirements gene regulation, heat, + 20-hydroxyecdysone induction 
RNA biosynthesis, Drosophila melanogaster 3817. 
HSP 70 gene genes, Drosophila, c-myc gene genes, mice, cloning 2836. 
hsp 70 gene RNA biosynthesis in vitro, Drosophila 2808. ‘ 
hsp26 gene gene expression, tissues specificity, development, use gene fusion, 
Drosophila melanogaster 5325. ’ ; 
hsp22gene leaders regions, requirements transcription, +translation, Drosophila 
5313 
induction genes, gene fusion, lacZ gene, malE gene, intracellular transport, 
Escherichia coli 3935. 
induction heat shock protein biosynthesis, Spinacea oleracea 3848. 
like proteins, cDNA clones, nucleotide sequence, restriction endonuclease 
mapping, liver, rats 5142. 
protein biosynthesis, induction, role intracellular calcium levels, +pH, salivary 
gland, Drosophila melanogaster 4830. 
proteins, biosynthesis, MRNA splicing, Drosophila 4059. 
proteins, cDNA isolation, plasmids, HeLa cells 5326. 
proteins, gene expression, association development, Drosophila melanogaster 4320. 
proteins, gene regulation, ecdysterone, Drosophila 1334. 
proteins genes activation, nucleosomes instability, chromatin structure changes, 
Drosophila melanogaster 5487. 
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proteins, genes, gene expression, Glycine max, transformation, tumor cells, 
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proteins, genes, gene regulation, 20-hydroxyec 
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proteins, hsp 70 gene, chromosomes, puffing, DNA, sequence, localization, 
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proteins, hsp 93D locus, characterization, RNA transcription, Drosophila 
melanogaster 1888. 
proteins, identification grpE gene Escherichia coli 3919. 
proteins, MRNA leaders sequence requirements, protein biosynthesis, heat 
treatments, Drosophila 3596. 
Proteins, ubiquitin, gene products, cell-free system translation, fibroblasts, 
chick embryos 2108. 
puffing, induction, hypoxia, polytene chromosomes, foot pad cells, Sarcophaga 
bullata 5481. 
ba oie elimination, rRNA degradation, cells starvation, Tetrahymena thermophila 
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mRNA, +proteins synthesis regulation, heat treatments effects on gene expression, 
+gene regulation, Tetrahymena pyriformis 3347. 
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suppression SOS repair DNA repair, Saccharomyces cerevisiae 4775. 
Heat treatments, 
effects on regulation synthesis heat shock mRNA, +proteins, Tetrahymena 
pyriformis 3347. 
effects on RNA biosynthesis, +protein biosynthesis, proteins, seeds, +seedlings, 
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heat shock proteins MRNA, leaders sequence requirements, protein biosynthesis, 
Drosophila 3596. 
nucleoli ultrastructure damage, +repair, parenchyma cells, leaves, Tradescantia 
albiflora var.kunth 5489. 
epernnied localization RNA, tritium uridine, autoradiography, Neurospora crassa 
synergism, y radiation, effects on, DNA, Deinococcus radiodurans 3149. 
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myosin genes, mutation, nucleotide sequence, Caenorhabditis elegans 2673. 
variable region, immunoglobulins, evolutionary genetics, Vertebrata 1980. 
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effects on, cDNA, metallothionein, larvae, Drosophila melanogaster 3318. 
effects on mRNA translation, muscles, rats 5032. 
Gels expression induction, metallothionein, livers, cell lines, Salmo gairdneri 
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homology, comparison DNA chloroplasts, +mitochondria, restriction endonuclease 
mapping 723. 
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bagels crabs: virus cloning vectors. transfection, integration, methodology 
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adenovirus infection, RNA blocking protein kinase activation, protein 
biosynthesis regulation 3586. 
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HeLa cells, (continued) 
celi cycle, nucleoproteins, antigens, electrophoresis, immunoperoxidase test 
quantitation 2968. 
cell-free system, RNA polymerase I! transcription initiation complex, RNA 
polymerase II elongation complex, formation, +isolation methodology 3578. 
pre wl acetyltransferase, gene expression, adenovirus, promoters, man 


chromatin fibers, chromosomes formation, transmission electron microscopy, 
scanning electron microscopy, metaphase 3975. 
9-(1,3-dihydroxy-2-propoxymethy!)guanine, 
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antiviral activity, thymidine kinase, herpes simplex virus 1 3027. 
DNA biosynthesis, DNA polymerase inhibitors, gossypol 4454. 
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microinjection, analogs, oligodeoxyribonucleotides, antiviral activity 4022. 
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nuclei, DNA association proteins complex, purification, man 3496. 


poly(A)-containing MRNA, microinjection, complementation, xeroderma pigmentosum, 


INA repair, man 3313. 
Lee biosynthesis, cap-binding protein, mRNA, cleavage, proteinase, poliovirus 
2 


radiation, effects on DNA 3168. 
repeated sequence circular DNA, formation mechanism, man 2745. 
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ribonucleoproteins characterization, hnRNA 2972. 
ribonucleoproteins, scanning electron microscopy 3967. 
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RNA polymerase II, RNA biosynthesis, cowpox virus 5063. 
hnRNA ribonucleoproteins complex, isolation, immunoprecipitation, proteins 
haracterization 3464. 
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mRNA cross-linked ribonucleoproteins, vesicular stomatitis virus MRNA, 
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transcription factors, adenovirus ANA polymerase |! stimulation 3440. 
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herpes simplex virus 2 infected, ribonucleotide reductase, antiviral agents, 
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oligodeoxyribonucleotides, conformational analysis, A-form, B-form variability, 
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structure, chromatin fibers, electron microscopy, X-ray diffraction, 
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Helper cells, 
Geacationi RNA biosynthesis, proenkephalin mRNA, mice 3572. 
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phosphorylation initiation factor 2, liver, pigs 1571. 
Hemoglobin, 
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hereditary persistence fetuses, y-globin genes point mutation, effects on RNA 
biosynthesis, man 5328. 
protein biosynthesis, MRNA gene regulation, erythroid cells, chickens 1341. 
synthesis, a-globin, +(-globin RNA biosynthesis, spermidine effects on, 
erythroleukemia cells, mice 2104. 
Hemoglobin Barts, 
thalassemia, gene frequency, genomes, restriction endonuclease mapping, man, 
South Africa 1689. 
Hemoglobin F, 
levels, haplotypes, y-globin genes gene expression, thalassemia, +sickle cell 
disease patients, man 3852. 
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coli 2454, 
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secretion activation, Laide ene nucleotide sequence, Escherichia coli 3759. 
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length polymorphism, case reports, man 719. ; 
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3696. 
Hemopoietic cells, 
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5270. 
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sequence 4066. 
Hemorrhagic fever virus, 
enomes, structure RNA caps 4085. 
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Hepatocytes, (continued) 


anti adherence, protein biosynthesis, RNA biosynthesis, blocking, comparison 
effects on cell-mediated cytotoxicity 1616. 
Heparin, 
vanadyl ribonucleoside, MRNA purification, granulocytes, man, methodology 628. 
Hepatitis A virus, } 
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polymerase, cDNA nucleotide sequence 3640. ; 
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Hepatitis B, ” 
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treatment, clinical aspects, remission, antibodies, man 2023 
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hepatitis B virus DNA hybridization analysis, leukocytes (polymorphonuclear), man 
2674. 
liver, DNA replicative form, hepatitis B virus, man 630. 
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Hepatitis B e antigen, 
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transfer, mice 864. 
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Saccharomyces cerevisiae 3871. 
S gene, gene expression, host systems, herpes simplex virus 910. 
S gene, man serum albumin receptors, pSVS dhfr, recombinants, transformation, CHO 
cells 881. 
hepatitis B virus, gene transfer, gene expression, Escherichia coli 407. 
herpes simplex virus glycoproteins, influenza virus hemagglutinins, genes, 
recombinants, insertion, vaccinia virus, vaccines production 891. 
production, hepatitis B virus frameshift mutant, L cells, mice 1880. 
Hepatitis B virus, 
characterization, leukocytes, hepatitis B, man 174. 
chronic active hepatitis, treatment, adenine arabinoside 
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DNA, papilloma virus (human) 6, vulva, carcinoma, man 233. 

DNA, phycocyanin a-subunit, +B-subunit genes, flanking region, Agmenellum 
quadruplicatum 3211. 

DNA, point mutation, determination, lactose permease mutants, Escherichia coli 
2238. 

DNA, pro-opiomelanocortin genes promoters, pituitary tumor cell lines, mice 2193. 

DNA, prokaryotes, gene families, gene distribution, repeated sequence 1247. 

DNA, protein kinase isoforms genes, granulosa cells, rats 2164. 

DNA, proteins binding, apolipoprotein || genes, estrogens regulation, chickens 
2192. 

DNA, proviruses, Rous sarcoma virus, packaging, mutants 240. 

DNA, purines pyrimidine patterns 250. 

DNA, rearrangement, deletion, macronuclei development, Tetrahymena thermophila 
4475. 

DNA reassociation, cellulolytic fungi, Penicillium funiculosum 3278. 

ONA, repeated sequence conservation, genomes, Streptomyces chrysomallus 1713. 

DNA, repeated sequence, plasmodium berghei 236. 

ONA, repeated sequence, T cell leukemia virus | 1195. 

DNA replication origin, mitochondria, monkeys 2181. 

DNA, requirements, transposition, genomes termini, phage Mu 3225. 

DNA, retrovirus, virus-like particles, termini, mice 5104. ni 

DNA, role, plasmids, replication, Candida utilis, Saccharomyces cerevisiae 4167. 

DNA, site-directed mutagenesis, synthetic oligodeoxyribonucleotides, reviews 
4013. 

ONA, Streptomyces lividans, gene amplification, cloning 3232. 

DONA, s36-1 gene, s38-1 gene, correlation transcripts ultrastructure, 
ribonucleoproteins location, Drosophila 5467. i : 

DNA, T cell leukemia virus |, retrovirus (simian), relationship, homology 3697. 

DNA, termini, secondary structure, comparison herpes simplex virus strain 1F 
junction L/S, +adeno-associated virus 2174. 

DNA, tnpA gene, transposon Tn501 2411. 

DNA, transcription, gene E3, adenovirus (human) 5 1294. ; 

DNA upstream leuABCD operon, adenine, +thymine content, Escherichia coli, 
Salmonella typhimurium 5242. 

cDNA, y-endorphin, mutation, schizophrenia, man 4171. - 

cDNA 3'-terminus, nucleocapsids, proteins, homology, transmissible 
gastroenteritis virus 5116. : 

cDNA, acetyicholinesterase, Torpedo californica 455. 

cDNA, adenosinetriphosphatase, prediction amino acid sequence, muscles, rabbits 
1790. 

cDNA, analyis, ere c oxidase subunit IV precursors, cattle 3654. 

cDNA, analysis, ferritin genes, promyelocytic leukemia cell lines 3263. 

cDNA, antigens receptors, lymphocytes T, man 714. 

cDNA antileukoproteinase, human seminal protease inhibitor |., proteinase 
inhibitors, homology whey proteins mice 4718. 

cDNA, Antp gene, Drosophila melanogaster 5225. 

cDNA, apolipoprotein B, gene mapping, chromosome 2, man 1083. 

cDNA, avian infectious bronchitis virus MRNA 1582. 

cDNA, caipactin |, mice 4653. 

cDNA, capsid protein, nucleocapsids, bluetongue virus 3274. 

cDNA, carbamoyl-phosphate synthetase | genes, gene fusion glutaminase, 
+synthetase genes, rats 1258. 

cDNA, cardionatrin, +preprocardionatrin, tissues, rats 1213. 

cDNA, cattle 4656. 

cDNA, chromogranin A, cattle 5208. 

cDNA clones, ADH gene, hybridization analysis, liver, mice 1254. 

cDNA clones, cathepsin B genes, hybridization analysis, liver, rats 1253. 

CDNA clones, ferritin light chains subunits, monocytic leukemia cell lines, man 
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Nucleotide sequence, (continued) 


cDNA clones, heat shock like proteins, liver, rats 5142. 
cDNA clones, homology a-subunit nicotinic, acetylcholine receptors 285, 
cDNA clones, neuraminidase genes, influenza A virus 3680. 
cDNA clones, Tcp-1 gene, haplotypes chromosomes, mice 3749 
pate Mill calciferol dependent calcium-binding protein, intestine, chickens 
cDNA cloning, hemagglutinins + neuraminidase glycoproteins, Sendai virus 4215 
cDNA, cloning, NADH dehydrogenase, iron-sulfur proteins subunits, Neurospora 676. 
cDNA, coagulation factor X, liver, man 5228 
cDNA, comparison, DP-f gene, DQ-(3 gene, DR- gene, DO-6 gene, 
histocompatibility antigen HLA D region, man 4686. 
cDNA, cytokeratin, epidermis, cattle 268 
cDNA, determination, glycinin mRNA, Glycine max 2144 
cDNA, domains, polymorphism, von Willebrand factor, man 4204 
cDNA, estrogens receptors, breast carcinoma cells man, gene expression, gene 
products, CHO cells 2644 
cDNA, evolution, calcium-dependent proteinase, gene fusion, thiol proteinase, 
calcium-binding protein 4715. 
cDNA, fusion glycoproteins genomes, respiratory syncytial virus 3659 
cDNA, glycoproteins, plasma membrane 4712. 
cDNA, histidine rich glycoproteins, liver, man 5117. 
cDNA, homology, P450 gene gene families, liver, rats 5151 
cDNA, hybridization analysis, citrus tristeza virus 1163 
cDNA, hybrids transcripts, proviruses activation c-Ha-ras gene, avian 
myeloblastosis-associated virus induction nephroblastoma, chickens 5334 
cDNA, interferon induction proteins, cloning, man 3662. 
cDNA interleukin 1 precursors, man 3250. 
cDNA, lymphocytes T antigens receptors variable region -chain genes, 
quantitation 2212 
cDNA. lymphocytes T differentiation antigens, mice 5170. 
cDNA mapping, c-myb gene activation, retrovirus insertion mutagenesis, myeloid 
cells, mice 4226. 
cDNA, mas gene, man 4734. 
cDNA, membrane glycoproteins antigens mRNA, metacyclic stage, Trypanosoma brucei 
rhodesiense 3735. 
cDNA, mRNA cloning, ADP-ATP transporter genes, Neurospora crassa 582. 
cDNA ornithine carbamoyltransferase precursors analysis, rats 3644. 
cDNA, phosphorylase isoenzymes, homology, muscles, rabbits, rats 5214 
cDNA, platelet-derived growth factor c-sis gene, steroids regulation, hamsters 
2178. 
cDNA, poliovirus 2 2167. 
cDNA, predictions amino acid sequence. cecropin B, protein biosynthesis, 
Hyalophora cecropia 1257. 
cDNA, proteins sequence, |-E region, histocompatibility locus H-2, mice 1703. 
cDNA, ae recombination, comparison Nigeria, Kenya isolates, cassava latent 
virus 1160. 
cDNA, RNA genomes 5'-terminus, 3'-terminus, hepatitis A virus 3640. 
cDNA, RNA genomes, cloning, restriction endonuclease mapping, hepatitis A virus, 
man 3241. 
cDNA, RNA genomes segment 8, influenza A virus 1240. 
cDNA, RNA viruses, tobacco rattle virus 5171. 
cDNA, secretory proteins, skin, Xenopus laevis 222. 
cDNA, serum proteins MRNA, mice 3717. 
cDNA, sex-linked protein genes, complement component C4 homology, mice 2257. 
cDNA, sporamin, hybridization analysis, roots, |[pomoea batatas 1157. 
cDNA, T cell leukemia virus, cloning vectors 597. 
cDNA, transcription factor IIl A genes, Xenopus 2141. 
double-stranded RNA, homology, hybridization analysis, comparison hypovirulent 
strains Endothia parasitica 1049. 
Drosophila DNA, mice histocompatibility locus H-2 genes hybridization, homology 
3257. 
duplication, gene expression, v-src gene, Rous sarcoma virus, transformed cells, 
rats 1325. 
E2 gene, deietion mutant Ross River virus, effects on virulence, mice 5095. 
egg-laying hormone, gene expression, ganglia, head, Aplysia californica 2824. 
P elements, Drosophila paulistorum 226. 
endodeoxyribonuclease effects on codons composition, amino acid cornposition, role 
evolution 3952. 
enhancers, DNA domains, SV40 5385. 
enterotoxin B entB gene, Staphylococcus aureus 4692. 
env gene, point mutation, role pathogenesis, mutants, revertants, Friend leukemia 
virus 2334. 
env proteins C-terminus genes, comparison 5169. 
c-erb-B-2 gene, comparison epidermal growth factor receptors, man 681. 
erm gene, genes, plasmid pNE131, gene mapping, restriction endonuclease mapping, 
antibiotic resistance, constitutive gene expression, Staphylococcus epidermidis 
3358. 
Escherichia coli, ColE1 plasmid, ColK plasmid, cer gene, ckr gene 3230. 
estrogens receptors cDNA, gene expression, v-erb-A gene homology, man 4727. 
exons DNA, determination, procollagen type | a2-chain genes, man 1794. 
exotoxins speA gene, phage 112, cloning, Streptococcus pyogenes 4670. 
expression, cDNA clones identification, cell cycle CDNA, temperature-sensitive 
mutant, BHK cells 3707. 
F factor, partition, bacteria 4684. 
foc operon, cytochrome b, cytochrome c1, Rhodopseudomonas sphaeroides 4645. 
fibronectin C-terminus cDNA, man 704. 
fingerprinting, oligodeoxyribonucleotides, ee 3068. 
finP gene, traM gene, eT ol Escherichia coli 3651 
flaA locus, Escherichia coli 4244. 
c-fms gene, cDNA, man 4747. 
a-L-fucosidase cDNA, determination, hepatoma, man 4145. 
Fushi tarazu gene, segments formation, developmental genetics, gene regulation, 
Drosophila melanogaster 3824. 
jag gene gene fusion, T cell leukemia virus | 4672. : 
‘ALi promoter, GAL10 promoter, lacZ gene, gene fusion, Saccharomyces cerevisiae 
661. 
6-D-galactosidase genes a Sy gene, Bacillus stearothermophilus 5210. 
gastrin-releasing peptide cDNA, hybridization analysis, man 230. 
gene ADH1, Saccharomyces cerevisiae, homology, relationship, Xenopus laevis 4703. 
lene amplification, cloning. plasma membranes DNA, Bacillus subtilis 4671. 
e gene, determination, use DNA clones, Sendai virus 748. 
gene expression, cyclic AMP mutants, crp gene, plasmids, cloning, Escherichia 
coli 3417 
gene expression, Escherichia coli, cloning, galK locus, galactokinase, 
Clostridium pasteurianum 2438. 
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Nucleotide sequence, (continued) 
gene expression, gene mapping, cloning, transposons, leucine, livH gene, 
Escherichia coli 3411. : 
gene expression, gene regulation, nodF gene, nodD gene, nodulation, plasmid 
pRL1JI, Rhizobium leguminosarum 4166. } . 
gene expression, hydrogenase, hybridization analysis, Rhizobium leguminosaium 
4676 


gene expression, RAD10 gene, cloning, transformation, plasmid pNF101, 
Saccharomyces cerevisiae, Escherichia coli 2939. 

gene fusion, B-D-galactosidase lacZ gene, ferrichrome receptors fhuA gene, 
Escherichia coli 396. 

gene libraries data banks, Escherichia coli, influenza virus, actin genes 5134. 

gene malG, gene expression, membrane proteins, Escherichia coli 2668. _ 

gene mapping, cloning, phage 105, mutants, spollD operon, Bacillus subtilis 
2218 


gene mapping, DNA polymerase polA gene, mutants, Escherichia coli 2207. 

gene mapping, gene expression, adensosine triphosphatase genes, chloroplasts, 
Euglena gracilis 4617. 

gene mapping, v-myc gene, v-mht gene, retrovirus (avian) 1164. ; 

4. gene, potential Z-form DNA, membrane-form, +secreted-form heavy chains 
immunoglobulins, man 1169. 

gene regulation, c-mos gene, cloning, 3T3 cells, mice 5311. : 

gene regulation, DNA hybridization, nifA gene, Bradyrhizobium leguminosarum 
japonicum 4304. , 

gene regulation, Escherichia coli, cloning, nitrogen fixation fixD gene, 
Rhizobium meliloti 3397. 

gene regulation, glucose dehydrogenase genes, Bacillus subtilis 4698. 

gene regulation, pili, fimE gene, fimB gene, Escherichia coli 4679. 

gene regulation, SIR gene, MAT locus, mating types, MRNA, Saccharomyces 
cerevisiae 4367. 

gene 17, aoe region, phage ©29, Bacillus 5100. oe 

gene 4 mRNA, use cDNA, chain-terminator sequencing, mouse hepatitis virus 587. 

genes, adenosinetriphosphatase, cytochrome b cytochrome f complex. chloroplasts, 
Pisum sativum, Triticum aestivum 279. 

genes, cDNA, amino acid sequence glycoproteins, complementation groups, 
temperature-sensitive mutant, Sindbis virus 3199. 

genes, cloning, cytochrome c oxidase, superoxide dismutase, ubiquinol-cytochrome 
c reductase, yeasts 675. 

genes, cloning, Escherichia coli, reaction centers proteins, light-harvesting 
proteins, cytochromes, Rhodopseudomonas viridis 4402. 

genes, cloning, ubiquinol-cytochrome c reductase, Rhodopseudomonas sphaeroides 
677. 


genes, cytochrome c1, cytochrome c oxidase, cloning, Paracoccus dentriticans 693. 
genes, deletion, killer factor, viruses, defective-interfering particles, 
Saccharomyces cerevisiae 4064. 
genes, DNA methyitransferase, phage SPR 1170. 
genes, glycoproteins, antigens, mutants, herpes simplex virus 1 3672. 
genes, hepatitis B core antigen, homology, a-interferon, role, persistent 
infection 2185. 
genes homology, origin DNA biosynthesis, Bacillus subtilis, Escherichia coli 
2755. 


genes, lactate dehydrogenase, Escherichia coli 3658. 

genes, lactate dehydrogenase isoenzymes, mice 221. 

genes, melibiose transporter, Escherichia coli 4369. 

genes, pili subunits, Escherichia coli 688. 

genes, serine proteinase Bacillus subtilis, cloning 3655. 

genes, spores proteins, Bacillus cereus, homology, Bacillus stearothermophilus, 
Thermoactinomyces bay bone 3657. 

genes subunits, RNA biosynthesis enhancement, cooperation, SV40 4822. 

genes, tRNA Thr, base pairs insertion, frameshift mutant suppressor mutant, 
Salmonella typhimurium 3710. 

genes, variability, acquired immune deficiency syndrome, lymphadenopathy virus, 
man 5097. 

genomes, coat protein amino acid sequence, plant viruses 1733. 

genome, gene mapping, alcohol dehydrogenase regions, Drosophila melanogaster 

genomes, oncogenes, carcinogenesis, man, reviews 2641. 

Sates 3-acetyltransterase genes, evolutionary genetics, Escherichia coli 

-globin genes, Xenopus laevis 2817. 
lobin promoters, mice 2659. 

-D-glucosidase MAL6S gene, amino acid sequence predictions, RNA biosynthesis 

divergence, Saccharomyces carlsbergensis 4726. 

glyceraldehyde-phosphate dehydrogenase gap gene, Escherichia coli 4659. 

glycoprotein G US4 gene, herpes simplex virus 1 3197. 

glycoprotein G US4 gene, herpes simplex virus 1 3197. 

glycoprotein VP7 genes, rotavirus (bovine) 1159. 

glycoproteins genes, pseudorabies virus 4174. 

gonadotropins genes, gene expression, mammalian cells 2191. 

granulocytes colony-stimulating factor genes, cDNA, man 4737. 

eee cystic disease fluid protein mRNA, androgens induction, breast tumors, man 
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gtfB gene, strain GS-5, Streptococcus mutans 5129. 

H2A gene, H2B gene, H3 gene, H4 gene, cloning, Schizosaccharomyces pombe 4644. 

c-Ha-ras-1 gene, gene amplification, bladder carcinoma, man 232. 

heat shock gene expression requirements, hsp23 gene, hsp26 gene, use transposon 
P, Drosophila melanogaster 5219. 

heat shock proteins genes, Zea mays 2198. 

hemagglutinins, neuraminidase, MRNA, parainfluenza virus 3 703. 

hemolysins hly gene, Escherichia coli 2634. 

hemolysins hly gene, flanking region, analysis, Escherichia coli 2278. 

herpes simplex virus 2 origin replication, cloning problems, Escherichia coli, 
conformation, cruciform structure, palindromes 4196. 

heteroduplex, comparison, phage LP52, phage theta 1719. 

heterogeneity, determination, cBNA clones, rotavirus 595. 

hexanucleotide sequence, role DNA biosynthesis initiation, termination, DNA 
templates, minute virus of mice 2296. 

hic gene, ColE3, Escherichia coli 701. 

histocompatibility locus HLA, man 712. 

histocompatibility locus RT1 genes, rats 2256. 

histone H2 genes, chromosome 13, mice 2194. 

HLA-B27k gene, HLA-B27w gene, major histocompatibility complex class | genes, 
comparison, man 5194, 

hlyC gene, hemolysins secretion activation, Escherichia coli 3759. 

homeo box genes, mice 5141. 

homeo-box, conserved, homeotic genes, role embryogenesis, reviews, mice 1509. 


Nucleotide sequence, (continued) 

homoeo box gene, spinal cord, embryos, man 2740. ‘ 

homoeo box, isolation, gene expression, RNA biosynthesis, sites, +developmental 
stages, restriction endonuclease mapping, mice 2148. : 

homology, B-interferon, DNA. chromosome 2, computer applications, 
methodology, man 1267. 

homology, antigens mRNA, Trypanosoma 4058. 

homology, C-terminus phage 14 tail fibers proteins, phage A proteins 244. 

homology, comparison, a-fibrinogen, B-fibrinogen, y-fibrinogen, genes 
5189. 

homology, engrailed gene, Drosophila, mice 5165. 

homology, histocompatibility antigen H-2 Qa2 region class | molecules genes 
pairs, genes duplication, mice 4223. 

homology, homeo box genes, gene expression, man teratocarcinoma cells, embryos, 
mice 5143. F 

homology, hybridization analysis, comparison genomes, bovine rhinotracheitis 
virus, pseudorabies virus 769. 

homology, intracisternal A-particles, DNA, mice 5120. 

homology, methodology, c-myc gene 1215. ; 

homology, pectate lyase genes, hybridization analysis, pelB gene. pelC gene, 
Erwinia chrysanthemi 3723. hoe 

nomology, point mutation, interaction, histocompatibility locus H-2 genes, 
mutants, mice 3221. ; | 

homology, polyoma virus, +cells flanking region DNA, recombination, excision, 
i Lda cells, mice 5098. 

homology, repeated sequence Alul, repeated sequence Kpni, extrachromosomal closed 
circular DNA, fibroblasts, man 739. 

homology, RNA viruses, use cDNA clones, reticulocytes, cell-free system 
translation, beet necrotic yellow vein virus 589. ’ 

homology, secondary structure, foot-and-mouth disease virus, RNA 5041. 

homology serine proteinase, cDNA cloning coagulation factor XII, man 4173. 

HU-1 gene, cloning, Escherichia coli 2241. 

hybridization analysis, gag gene, caprine arthritis-encephalitis virus, visna 
virus, maedi virus, genetic relationship 2700. 

hybridization analysis, gene expression, cells lines, mice 1209. p 

hybridization analysis, histones genes, developmental stages, gene expression, 
Strongylocentrotus purpuratus 1740. ’ 

hybridization analysis, integration, Convolvulus arvensis, cloning, plasmid Ri, 
Agrobacterium rhizogenes 2661. 

hybridization analysis, X gene, MRNA, T cell leukemia virus, homology, bovine 
leukemia virus 5042. 

hybrids, DNA, restriction endonuclease mapping, recombinants, Salmonella 
typhimurium, Salmonella potsdam 1224. 

hydroxymethyiglutaryl-CoA reductase cDNA, hamsters 4625. 

identification, plasmids mRNA, location 3'-terminus, +5'-terminus+ polyadenylation 
sites, transcripts mapping, Saccharomyces cerevisiae 1061. 

identifier, brain, homology snRNA, tissues variation, mice, rats 708. 

immunoglobulins genes, Bence Jones protein amino acid sequence, man 715. 

immunoglobulins genes, germ cells, rabbits 2255. 

incomplete genes, VSG gene, Trypanosoma equiperdum 5258. 

induction, DNA, static curvature, location origin replication, phage \ 1764. 

influenza A virus genetic relationship, gene M, gene NS1 1161. 

influenza B virus, hemagglutinins, antigenic determinants, monoclonal antibodies, 
characterization 1192. 

informational degeneracy, DNA, viruses, theories 2767. 

initiation sites, RNA, cowpea mosaic virus 3108. 

insertion sequence IS903, open reading frame, Escherichia coli 2224. 

insertion sequence 1 fragments, plasmid pNNL, cloning vectors, cosmids 4886. 

insertion sequences, Bacillus thuringiensis 4661. 

insertion sequences, Salmonella typhimurium 2738. 

interleukin 2 genes, cDNA, mice 2160. 

interleukin 2 genes, cloning, gene expression, cattle 2196. 

interleukin 3 genes DNA, mice 4691. 

introns DNA, splicing relationship aging, mitochondria, deletion mutant, 
Podospora 5243. 

introns, glutamate dehydrogenase (NADP*) am gene, Neurospora crassa 720. 

introns RNA, thymidylate synthase genes, splicing, phage T4 4558. 

inverted repeat, varicella-zoster virus, analysis, varicella-zoster virus 1180. 

poe ee c genes, transcription initiation, Saccharomyces cerevisiae 
1 : 

H-2Kb gene promoters, mice 5168. 

keratin cDNA, use amino acid sequence, predictions nucleotide sequence probes, 
hybridization analysis 281. 

keratin gene, hybridization analysis, comparison vimentin gene 5'-terminus, 
nucleotide sequence, gene expression, epidermis cells, man 1263. 

Korean hemorrhagic fever virus, strains, genetic relationship 4066. 

B-lactamase genes, cloning, Bacillus 2202. 

6-lactamase genes, plasmid R46, Salmonella typhimurium 3646. 

late region genes, Tian Tan strain, comparison WR Strain, homology 5-terminus 
flanking region, vaccinia virus 2172. 

levansucrase sacB gene, Bacillus subtilis 2629. 

lipoprotein (low density) receptors, CDNA, man 1189. 

lipoxygenase cDNA, identification, seeds, Glycine max 4742. 

localization, binding sites, man transcription factor Sp1, promoters, SV40, cells 
monkeys 1496. 

long tdi) repeat, Moloney leukemia virus, proviruses, recombination, mice 


!ysophospholipase pldB gene, Escherichia coli 224. 
major histocompatibility complex D determinants, homology L determinants 4176. 
major urinary protein pseudogenes, gene amplification, mice 1275. 
mammary tumor virus pol gene, homology man pol-related DNA, 
isolation+ characterization 1754. 
A i superoxide dismutase genes, mitochondria, Saccharomyces cerevisiae 


markers, genes, deoxyuridinetriphosphatase, inactivation, mutants, herpes simplex 
virus 1 3693. 

MCK gene, myoblasts, mice 5163. 

membrane proteins, flagella, motB gene, Escherichia coli 4169. 

met gene oncogenes, MNNG-HOS cell lines, man 2649. 

metalloproteinase, cDNA, man 287. 

metallothionein IB genes, man 4207. 

methionine tRNA genes, identification, hybridization analysis, mitochondria 
genomes, Zea mays 1231, 

mice genes, +Drosophila homoeo box, hybridization analysis, gene expression, 
cells lines, mice 1209. 

v-mil gene, deletion mutant, avian leukosis virus 1151. 
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Nucleotide sequence, (continued) 


minicircular DNA, hybridization analysis, cloning, mitochondria, Vicia faba 4137. 

mitochondria DNA, Chlamydomonas reinhardtii 1681. 

mitochondria DNA, Drosophila yakuba 4185. 

mitochondria DNA like, identification, gene libraries screening, nuclei genomes, 
man 4140. 

mitochondria tRNA, analysis, Tetrahymena pyriformis 1154. 

Muellerian inhibiting substance genes, man, cattle 4740. 

Murray valley encephalomyelitis virus genomes, yellow fever virus 3201. 

muscles mitochondria DNA, evolution, Equus quagga 3178. 

mutants, DNA biosynthesis, plasmid \-P1:5R, phage PI 2300. 

c-myb sequence cDNA, comparison v-myb gene, restriction endonuclease mapping, 
thymus, chickens 1218. 

N-myc gene, c-myc gene oncogenes, man 728. 

v-myc gene, gag gene, retrovirus MH2 mutants, chickens 5127. 

myosin heavy cl 1ains genes, mutation, Caenorhabditis elegans 2673. 

myosin light chains, MLC-2 gene, Drosophila melanogaster 274. 

popecsdl dehydrogenase, mitochondria DNA, stopper deficient mutant, Neurosporacrassa 


nerve growth factor cloning, brain, chickens 4733. 

nerve growth factor, nervous system, chick embryos 4732. 

neu gene, growth factors receptors, NIH 373 cells 682. 

ee proteins genes comparison gene families introns structure, mice 

neurons differentiation pores: developmental stages, Drosophila 3638. 

Nicotiana tabacum DNA, stability, cloning, yeasts gene expression 2645. 

nif promoter, nitrogen fixation genes, bacteria 1651. 

nifH gene, analysis, nodules, Rhizobium 3936. 

nifK gene, amino acid sequence predictions, nitrogenase + proteins complex, 
Bradyrhizobium japonicum 4149. 

nitrogen fixation nif gene, Klebsiella pneumoniae, DNA homology, Rhizobium 2249 

nodl gene, nodJ gene, nod! gene 4738. 

nodulation nod gene, Rhizobium meliloti 5139. 

NP gene, RNA, cDNA, comparison variants, influenza A virus 1241. 

NS gene, vesicular stomatitis virus 4217. 

oligonucleotides predictions, use amino acid sequence, synthetic probes design 
optimization 3893. 

Srp binding gal repressor, gal operon negative regulation, Escherichia coli 


organelles DNA, comparison chloroplasts, Cyanophora parodoxa 1684. 

organization, analysis, histones genes clusters, genomes, Xenopus laevis 3766. 

origin region |, antigen T binding sites, DNA conformation changes, SV40 3990. 

“abs LoONS: requirements, rolling-circle DNA replication, +packaging, phage 

X174 1815. 

oriT Sle AtraF' plasmid, recombination sites, conjugation, bacteria 2232. 

orotidine-5'-phosphate decarboxylase pyr-4 gene, cloning, Neurospora crassa 721. 

orotidine-5'-phosphate decarboxylase URA3 gene, Saccharomyces cerevisiae 921. 

Pancreatic peptide cDNA 5'-terminus, dogs 2168. 

papilloma virus (human) 11, inverted repeat, condyloma acuminatum 5121. 

parainfluenza virus 3, nucleocapsids, mRNA, paramyxovirus 4561. 

patterns requirements, mRNA precursors splicing sites signals, site-directed 
mutagenesis, thalassemia, computer applications 1619. 

phosphate binding, adenylate kinase 1493. 

phosphofructokinase genes, gene expression, Escherichia coli 687. 

phospholipase C genes, hemolysins, Pseudomonas aeruginosa 3656. 

phosphoprotein gene, comparison strains respiratory syncytial virus 591. 

photosynthesis reaction centers subunits, genes, CDNA, Rhodopseudomonas viridis 
33 


phycocyanin apoproteins subunit a, +subunit B genes, Agmeneliurn 
quadruplicatum 3212. 

pili antigens genes, comparison, Escherichia coli 4660. 

pilin genes, plasmids, cloning, characterization, pili (sex) 1173. 

pilin genes, use, Bacteroides nodosus 3666. 

plasmid pT181+plasmid pC221 replicons, gene expression, Staphylococcus aureus 
1705. 

plasmids, DNA, excision, Cn amplification, Podospora anserina, senescence 1692. 

Plasmodium falciparum, DNA, repeated sequence 1694. , 

point mutation, c-myc gene, gene expression, +gene regulation, Burkitt's lymphoma 
860. 

point mutation, deletion, factor VIIl gene, hybridization analysis, hemophilia, 
man 1230. ee 

point mutation, polyhedrin genes, nuclear polyhedrosis virus 4170. 

v-pol gene, v-gag gene, bovine leukemia virus 1156. Neigh 

poly(A)-containing RNA, potato virus F, white clover mosaic virus 1054. 

polymorphism, cDNA, histocompatibility locus HLA DR region B chain 2203. 

polyomavirus, superinfection, defective mutant, rescue, antigen T 2175. 

polypeptides genes, nuclear polyhedrosis virus 1171. 

porphobilinogen synthase cDNA, man 5216. : 

predictions, amino acid sequence, procollagen type || multiple forms, comparison, 
chickens 4730. , 

processing, nuclei development, Tetrahymena thermophila 1673. 

promoters, identification, chloroplasts DNA, Spinacea oleracea 1781. 

promoters, statistical analysis, scherichia coli 1228. 

promotors, phage SPP1, Bacillus subtilis, RNA polymerase 1249. 

protein disulphide-isomerase cDNA, liver, rats 1791. ; , 

protein M cDNA, amino acid sequence predictions, measles virus, canine distemper 
virus 4719. 

-protein S cDNA, man 4206. 

proteinase genes, T cell leukemia virus I! 1736. 

proteinase regions, genome-linked protein VPg regions, CDNA, RNA genomes, 
picornavirus 1055. > 

proteins genes, influenza C virus 4713. 

prothrombin cDNA, cattle 2599. 

psbA gene, chloroplasts, cloning, photosystem II proteins, introns, Chlamydomonas 

reinhardtii 4242. 

pyrD gene, dihydroorotate oxidase, Escherichia coli 3255. J : 

pyrl gene aspartate carbamoyltransferase, mutants, phage A, Escherichia coli 
1277 


pyruvate dehydrogenase (cytochrome), mutants, lipids activation, Escherichia coli 
3645 


pyruvate kinase cDNA, genes, rats 4629. 
yruvate kinase genes structure, introns, exons, chickens 2643. we 
RAD 10 gene, U.V. radiation, gene expression, Saccharomyces cerevisiae 4615. 
RAD2 gene, Saccharomyces cerevisiae 4651. : nae 
N-ras gene, mutation, activation, gene products, amino acids substitution, cell 


lines, man 1222. 


Nucleotide sequence, (continued) 


leaded dal operon, gene expression, rbt repressor, Klebsiella aerogenes 

recognition, endodeoxyribonuclease GceGLI, purification, characterization, 
isolation, Gluconobacter cerinus 2947. 

recognition, netropsin~+oligonucleotides complex, N.M.R. 2526. 

recognition, proteins binding sites, phage Mu 1494 

recombination, immunoglobulins, cleavage sites localization, endonucleolytic 
activity identification, cell lines, chickens, mice 2461. 

regA gene, cloning, gene expression, phage T4 3228 

regulatory DNA, conservation, actin genes gene regulation, skeletal muscle, 
chickens 3928, 

regulatory, transcription, Saccharomyces cerevisiae 2837. 
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homology, chlorophyll a-binding protein genes, +flanking region nucleotide 
sequence, chloroplasts, Pisum sativum 5221. 
infected, viruses, incidence, double-stranded RNA 3100. 
nuclei, genes structure, organization, gene expression, reviews 3512. 
plant viruses, disease transmission, role, ribonuclease activity, regurgitant, 
Coleoptera 2945. 
products, promoters, Agrobacterium tumefaciens, virulence, Ti plasmid 5360. 
protoplasts, transformation, gene transfer 5353. 
regulatory photoreceptors, phytochrome genes gene regulation, autoregulation MRNA 
levels 3514. 
shoots phenology, correlation nuclei DNA content, limestone ecosystems 3606. 
Ti plasrnid DNA, gene expression, Agrobacterium tumefaciens 4308. 
tissues, DNA extraction, cetyltrimethylammonium bromide, micromethods 171. 
transgenic, Pisum sativum rocS-E9 gene gene expression 4442. 
transposons, genetic control, DNA structure, reviews 3010. 
tumorigenesis, gene transfer, genetic engineering, reviews, Agrobacterium 
tumefaciens, Agrobacterium rhizogenes 4005. 
tumorigenicity, pTiT37 plasmid deletion, effects on Linum usitatissimum, 
Kalanchoe tubiflora, Nicotiana tabacum 2800. 
tumors induction, gene transfer, Agrobacterium tumefaciens DNA 871. 
Plaque assay, 
cell culture, adenovirus (human) 1, enterovirus (human), idoxuridine, antiviral 
activity 4021. 
phage , cloning, sucrose a-D-glucohydrolase genes, recombination, gene 
expression, mutants, Streptococcus mutans 4405. 
Vero cells, herpes simplex virus 1, herpes simplex virus 2, clinical isolates, 
5-ethyl-2'-deoxyuridine, susceptibility 2021. 
Plaques, 
phage 4, DNA isolation methodology, petri dishes, genetic engineering, 
Escherichia coli 5075. 
Plasma, 
DNA detection, counter immunvelectrophoresis, lung embolism, man 635. 
DNA, isolation, fractionation, homidium bromide, man 1130. 
gas chromatography, 5-fluoro-2’-deoxyuridine, 5-fluorouridine, 5-fluorouracil, 
man 3517. 
high-performance liquid chromatography, nucleosides, base composition, 
Sarcophilus harrisii, Marsupialia 4516. 
single-stranded DNA antibodies measurements, enzyme-linked immunosorbent assay 
methodology, mice 1978. 
Plasma cell leukemia, 
ONA, c-myc gene, hybridization analysis, gene amplification, gene expression, 
cells, man 760. 
Plasma cells, 
malignancy, DNA content, man 176. 
Plasma membrane, 
glycoproteins, isolation, characterization, arnino acid sequence, cDNA nucleotide 
sequence 4712. 
Plasma membranes, 
DNA, cloning, gene amplification, nucleotide sequence, Bacillus subtilis 4671. 
hemagglutinins structure-activity relationships, site-directed mutagenesis, HA 
gene, influenza virus 1402. 
sucrose fibers cells, total poly(A) mRNA, cattle, eye lens 1573. 
Plasmacytoma, 
eer translocations, rearrangement effects on c-myc gene promoters shifts, 
mice 4 
cloning, promoters, Leda gc tald heavy chains genes 3910. 
c-myc gene, chromosome 12 translocations, mice 1392. 
c-myc gene RNA accumulation, post-transcription mechanisms, mice 1614. 
c-myc gene translocation, +acquisition intracisternal A-particles elements, 
restriction endonuclease mapping, mice 3193. 
Plasmids, 
Agrobacterium tumefaciens, detection 4582. 
antibiotic resistance genes Bacillus subtilis, homology ermC gene Staphylococcus 
aureus 3726. 
antibiotic resistance, Streptococcus sanguis, Streptococcus faecalis, 
Streptococcus lactis, transformation, Clostridium acetobutylicum 4841. 
antibiotic pecans, transposon Tn 3852, B-lactamase, genes, Staphylococcus 
aureus \ 
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antiseptics resistance, mapping, hybridization analysis, restriction endonuclease 
mapping, Staphylococcus aureus 2229. . 

association, mutation, chromosomes, gene transfer, Escherichia coli 380. 

autonomous replication, cloning DNA, replication origin regions, Bacillus 
subtilis phage 2C 4430. 

bleomycin effects on DNA, cloning 2784. > 

R-body, transposons, homology, Caedibacter taeniospiralis 4689. 

cell-free system, homologous recombination, DNA double-stranded breaks effects 
on, cell-free system, +mammalian cells 3331. 

characterization, genetic relationship, incompatibility groups, 
Enterobacteriaceae 2267. : i, ’ : 

Chlamydia trachomatis, Chlamydia psittaci, hybridization analysis, restriction 
endonuclease mapping 664. 4 

chromosomes, DNA recombination, stimulation, Escherichia coli 2775. 

chromosomes, integration, nucleotide sequence determination, Neisseria 
gonorrhoeae 3882. me ; 

chromosomes, nitrogen fixation nif pes restriction endonuclease mapping, 
homology, Desulfovibrio, Klebsiella pneumoniae 2287. ‘ , 

chromosomes, recA gene, transposons, transduction, mutants, Escherichia coli 
4325. 

chromosomes, recombination, reviews, fungi 514. 

cloning, B-globin genes, genomes integration, man 3396. 

cloning, cya gene, Erwinia chrysanthemi 2445. " 

cloning, DNA, restriction endonuclease mapping, Rickettsia prowazekii, isolates, 
Glaucomys volans, man 4654. 

cloning, Escherichia coli, gin A gene, nucleotide sequence, transversion, 
transcription 1846. 

cloning, initiation factor 2, NusA protein genes 3927. 

cloning, MRNA, leader sequence effects on stability, phage T4 3128. 

cloning, nitrate reductase, nirB gene, cysG gene, Escherichia coli 2453. 

cloning, recA gene, mutants, gene expression, Vibrio cholerae 2933. 

cloning vectors, 8-D-galactosidase gene fusion, genetic engineering, 
Escherichia coli 4875. 

cloning vectors, adenovirus (human) 5, E1A gene gene expression, +gene 
regulation, cell lines 3926. 

cloning vectors, antibiotic resistance, mutants sensitivity, Zymomonas mobilis, 
Escherichia coli 4890. 

cloning vectors, Bacillus subtilis 4371. 

cloning vectors, Bacillus subtilis, Bacillus stearothermophilus 2421. 

cloning vectors, cattle prochymosin cDNA expression, transformation, Escherichia 
coli 4393. 

cloning vectors, cellulase gene expression, cellulose biodegradation, Rhodobacter 
capsulatus 4889. 

cloning vectors, characterization, plasmid pFL20 stability, +segregation, 
Schizosaccharomyces pombe 4380. 

cloning vectors, construction, Saccharomyces cerevisiae ADH1 gene, + Plasmodium 
knowlesi CS gene, CS gene gene expression, gene products antigens 935. 

cloning vectors, copy number control, Saccharomyces cerevisiae 4878. 

cloning vectors, genes cloning, gene expression 2889. 

cloning vectors, rats cytochrome P450 cDNA, association monooxygenase activity, 
transformation, Saccharomyces cerevisiae 4903. 

cloning vectors, recombinants, variola virus, storage safety 5394. 

cloning vectors, ribosomes binding sites, gene expression, man interleukin 2 
genes, Escherichia coli 4881. 

cloning vectors, selection, endodeoxyribonuclease EcoRI inactivation genes 5390. 

cloning vectors, use, yeasts mitochondria DNA, oli-1 gene, transformation cells 
yeasts 2426. 

cloning vectors, +v-rasH gene construction, oncogenes role transfection 3T3 
cells, mice 1431. 

closed circular DNA, hybridization analysis, mitochondria, Sorghum bicolor 1155. 

Col K plasmid, autoradiography, gel electrophoresis, Escherichia coli 4547. 

ColD-CA23 plasmid, restriction endonuclease mapping, genes, mobilization, 
autolysis, Escherichia coli 4677. 

ColE3, hic gene, nucleotide sequence, Escherichia coli 701. 

ColE1, mutants, DNA biosynthesis, secondary structure, RNA, bacteria 2068. 

ColE1 plasmid, ribonuclease rnh gene, mutants, endoribonuciease H, DNA 
biosynthesis, suppressors, Escherichia coli 4765. 

ColE1, replication, primers RNA interaction RNA, conformation transitions 3775. 

CoIE8, restriction endonuclease mapping, Escherichia coli 699. 

ColE2-P9, ColE3-CA38, lysis genes, DNA nucleotide sequence, gene products 
identification 5254. 

ColE9-5, genes colicins, restriction endonuclease mapping, RNA biosynthesis, 
Cloning, transposons 1658. 

conjugation cloning vectors, mobilization, plasmid RP4, Cyanophyta, restriction 
endonuclease be fae , Synechocystis 228. 

conjugation, plasmid pTR2030, induction phages resistance, Streptococcus lactis, 
+Streptococcus cremoris strains 4332. 

containing Escherichia coli chromosomes origin, initiation DNA biosynthesis, 
Priming enzymes DNA primase 3780. 

containing hamsters genes, homologous recombination, rats 2861. 

containing Pasteurella haemolytica serotypes specificity surfaces antigens DNA, 
cloning, expression, transformation, Escherichia coli 5409. 

copper resistance, linkage analysis, Xanthomonas campestris vesicatoria, Capsicum 
annuum 1191. 

crp_gene, cyclic AMP mutants, cloning, gene expression, nucleotide sequence, 
Escherichia coli 3417. 

Cyanophyta, restriction endonuclease mapping, conjugation, cloning vectors, 
Synechocystis 228. 

Breed mutant, gene amplification, alk208 gene, reversion, Pseudomonas putida 

derepressed F-like, Fin-groups, gene regulation tra gene, conjugation 1911. 

DNA, broad host range, effects on physiology, transformation, Azotobacter 
vinelandii 4347. 

DNA characterization, Dictyostelium discoideum 3610. 

DNA, comparison single-stranded, +double-stranded, transformation, protoplasts, 
competence cells, Bacillus subtilis 1445. 

ONA, evolutionary genetics, mitochondria, Neurospora 1682. 

DNA, excision, gene amplification, nucleotide sequence, Podospora anserina, 
senescence 1692. 

DNA, homidium resistance, cloning, expression Escherichia coli, Staphylococcus 
aureus 4426. 

ONA homology, ssb gene, factors, Escherichia coli 3260. 

ONA, injection, fate, localization, distribution, embryos, Drosophila 1395. 

ONA, isolation, lactic acid bacteria, methodology 1633. 

ONA, isolation, physicochemical measurements, differential pulse polarography, 
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methodology 1635. 

ONA isolation, restriction endonuclease mapping, Thermus 767. 

DONA, linear, circular, transformation, Neurospora crassa 3872. 

ONA, linear, +supercoiled, microinjection, formation high molecular weight 
Concatamers, transformed cells, gonads, Caenorhabditis elegans 4357. 

DNA, liposomes, transformation prototrophs, protoplasts, auxotrophs, 
Saccharomyces cerevisiae 5363. 

DNA, microinjection, recombination, genomes, mammalian cells 5380. 

DNA nucleotide sequence determination methodology, DNA polymerase 
(RNA-dependent), genetic engineering 4212. 

DNA nucleotide sequence determination methodology, use buffers, genetic 
engineering 5183. 

DNA organization, hybridization analysis, transcription, Sinapis alba 1255. 

ONA, peptides+EDTA binding sites 199. 

DNA, physical properties, translation mobility, rotation 1283. 

DNA, recovery, transformed cells, Neurospora crassa 1411. 

ONA, S-(2-haloethyl)-mercapturic acid analogs interaction 3172. 

ONA, site-directed mutagenesis, chemicals mutagens induction recombination 1648. 

ONA, transformation, concentration effects on fate, intermediates, fibroblasts, 
man 3881. 

drug resistance, gene amplification, Escherichia coli 831. 

drug resistance, Streptococcus pyogenes, Streptococcus group H, Streptococcus 
eoaiectan, transfer, Streptococcus lactis, conjugation, Streptococcus pyogenes 

Adv plasmid, mapping RNA primers DNA transitions sites, replication origin 
regions, phage \ 4251. 

effects on antibiotic resistance, streptomycin, mutants, Streptococcus lactis 


effects on toxicity, strains, Microcystis aeruginosa 1320. 

endodeoxyribonuclease, single-stranded nicking 2887. 

Escherichia coli, cer gene, ckr gene, stability, effects on 3230. 

Escherichia coli chromosomes origin, plasmids unwinding, DNA biosynthesis 
initiation, enzymatic activity role, conformational analysis 5264. 

coors coli, ColE1 plasmid, ColK plasmid, cer gene, nucleotide sequence 

Escherichia coli, DNA topoisomerase |, effects on, single-stranded, DNA, 
supercoiling, relaxation 2961. 

Escherichia coli, heteroduplex DNA, transformation, hybridization analysis 698. 

Escherichia coli, phage T4 replication, DNA biosynthesis origin 1813. 

Escherichia coli, prochymosin cDNA gene expression, codons length, cattle 4435. 

oO Nia coli, tumor necrosis factor production, transformation, macrophages 

eukaryotes cloning vectors, genes, fragments, antigen T gene fusion, SV40 4382. 

evolution, heteroduplex analysis, transposons role 1934. 

extraction, Clostridium perfringens 1129. 

Fi plasmid, Escherichia coli, transformation, mutants, serratia marcescens 2403. 

F’ factor, cloning vectors, phage, repressors, gene expression, promoters, 
Escherichia coli 1416. 

F factor fragments, replication genes, bacteria 4250. 

F factor fragments, replication mutants, SOS repair induction, Escherichia coli 
4264. 

F factor, nucleotide sequence, partition, bacteria 4684. 

R factors, cloning, mutagenesis, Staphylococcus aureus 2443. 

fusion, recA protein, transposon TnA induction 1390. 

gel electrophoresis, characterization, size 1624. 

gel electrophoresis isolation ligation products, genetic engineering methodology 
4386 


gene expression, cDNA, casein, cattle, immunoassays identification, bacteria 
1936. 


gene mapping, biodegradation xylene, toluene, Pseudomonas putida 4840. _ ; 

gene transfer, Bacteroides nodosus pilin genes, gene expression, Escherichia coli 
913. 

gene transfer, conjugation, copy number control, Acetobacter xylinum 377. 

gene transfer, transformation, Escherichia coli, Streptococcus faecalis 4856. 

genes, cell division inhibition, sensitivity, U.V. radiation, nitrofurantoin, 
mutants, Escherichia coli 4788. , ‘ 

genes, Congo red binding, cloning, gene expression, thermoregulation, virulence, 
Shigella flexneri 4915. bane Sneek Fost 

genetic engineering, protein biosynthesis, initiation factors, characterization, 
Escherichia coli 1568. d 

heat shock proteins mRNA levels, hyperthermia, HeLa cells 5326. 

heteroduplex DNA, Escherichia coli transformation, methodology 1415. 

high-copy-number, construction, PHOS gene, + autonomously replicating sequence, 
Structure changes, gene expression, Saccharomyces cerevisiae 4443, 

hybrids, complementation paren analysis, gene mapping sequence identification, 

ne mapping clusters, Bacillus subtilis 1260. ’ 

hybrids, supercoiling, palindromes, localization endonuclease S1 (Aspergillus) 
sensitivity sites, DNA, Saccharomyces cerevisiae 4614. - 

hydrogenase genes, gene transfer, Rhizobium leguminosarum, effects on, nitrogen 
fixation 927. 

IncF plasmids, finP gene nucleotide sequence, Escherichia coli 4711. 

IncFlV plasmid, Escherichia coli, drug resistance, trimethoprim, tetrahydrofolate 
dehydrogenase, Tpr gene, nucleotide sequence, cloning, man, pigs 2670. 

IncHI1 plasmid, comparison, sequence homology, geographical distribution, 
Salmonella typhi 4633. ; F ’ a 

Incl plasmid, conjugation transfer, DNA biosynthesis, DNA primase, Escherichia 
coli 2748. : ’ = : 

incompatibility, y radiation, mutagenesis, DNA repair, Escherichia coli 4266. 

incompatibility, plasmid ColV2-K94 replicons cloning, copA gene nucleotide 
sequence, comparison replicons R plasmids 5244. : 

IncP plasmids, Escherichia coli, requirements mobilization vectors Escherichia 
coli, +Bacteroides 5257. : ; 

insertion, synthetic genes, synthesis, oligodeoxyribonucleotides 4521. 

introns nucleotide sequence, +secondary structure analysis, mitochondria, 
Podospora anserina 3695. , ; 

isolation, alkanoic acids biodegradation, soil isolates, Pseudomonas, Alcaligenes 
1132. ey 

isolation methodology, genetic engineering, Saccharomyces cerevisiae 4587. 

isolation methodology, RNA removal, Ultrogel A2 column chromatography, genetic 
engineering, Escherichia coli 3603. ‘ 

isolation, use, cloning vectors, Micromonospora zionensis, Micromonospora rosaria 
4373. , 

killer factor, double-stranded linear DNA, termini structure, hairpin structure, 
deletion derivatives, transformation Saccharomyces cerevisiae, Kluyveromyces 
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Klebsiella pneumoniae, antibiotic resistance, amikacin, cloning 4933 

Klebsiella pneumoniae, transformation, Escherichia coli transformed cells, 
B-glucosidase, dulcitol dehydrogenase, 3-galactosidase 1912 

B-lactamase genes, mutants, cloning, Bacillus licheniformis, B-lactamase, 
Bacillus subtilis, secretion, gene expression 1433 

lactose operator, lactose promoter, lactose repressor, lacl gene, lacZ gene, 
plasmids, gene regulation, bacteria, operators 4305. 

LEU gene, transformation, cloning, Saccharomyces cerevisiae, Schizosaccharomyces 
pombe 2866. 

like, DNA, insertion analysis, cloning. mitochondria genomes, cytoplasmic male 
sterility, Sorghum bicolor 3738. 

ma venalce, nuclei antigens binding, sites loci, genomes, Epstein-Barr virus 

mediation, bacteriocin production, Pediococcus pentosaceus 832 

mediation, citric acid, metabolism, DNA, hybridization analysis, 
Enterobacteriaceae 263. 

3-methyladenine DNA glycosylase alkA gene, Escherichia coli 2460 

mice pancreas a-amylase, transformation. Saccharomyces cerevisiae, gene 
expression 2915. 

minichromosomes, DNA relaxation state, DNA topoisomerase |, DNA topoisomerase |I, 
role, Saccharomyces cerevisiae 4973 

mitochondria, cytochrome c oxidase subunit 1 COI gene, gene mapping, effects on 
aging 1188. 

mitochondria DNA, association proteins, Brassica 2743 

mitochondria DNA, gene mapping, transposons, Claviceps purpurea 4620 

mitochondria, fungi, reviews 2006 

mitochondria, homology, association cytoplasmic male sterility, restriction 
endonuclease mapping, hybridization analysis, Vicia faba 4139 

Poy Neurospora intermedia, effects on transformation, Neurospora crassa 

107. 

models, transformation systems, DNA processing, Haemophilus influenzae 873 

multicopy, recA gene, comparison chromosomes, nalidixic acid, Escherichia coli 
4438. 


negative supercoiling, induction B-form Z-form DNA transition, effects on 
transcription 1784. 

nuclear polyhedrosis virus vectors, fowl plague virus hemagglutinins gene 
expression, Spodoptera frugiperda 5433 

papilloma virus (bovine) 1, cloning vectors, enhancer sequence, +position effects 
on gene expression, preproinsulin genes, rats 4892. 

parathion hydrolase, gene opd, cloning. hybridization analysis, restriction 
endonuclease mapping, Pseudomonas diminuta, Flavobacterium 2928. 

pBR322, cloning, repeated sequence DNA, Vicia faba 2734 

pBR322, pAO3, DNA B-form, Z-form transition, mathematical models 1801. 

pBR322 plasmid, cloning, colonization factors CS3 gene, gene expression, 
Escherichia coli 2458. 

pDXX1, endodeoxyribonuclease EcoDXX1, recognition nucleotide sequence, 
Escherichia coli 4953. 

persistence, gene mapping, Epstein-Barr virus 755. 

phage P1, partition regions, parA gene, parB gene, DNA nucleotide sequence 
analysis 3700. 

phage 80, characterization, mutants, alkaline phosphatase phoA gene, 
Escherichia coli 1847. 

plJ41 plasmid, cloning, gene expression, monopheno!l monooxygenase genes, 
Streptomyces glaucescens, Streptomyces lividans 2906. 

pili (sex), characterization, cloning, pilin genes, nucleotide sequence 1173. 

pilin genes, nucleotide sequence, cloning, characterization, pili (sex) 1173. 

PKTH 10 plasmid, gene amplification, copy number tontrol, hybridization analysis, 
Bacillus amyloliquefaciens 2806. 

pLAFR1 plasmid, cloning, nitrogen fixation nif genes, Rnodopseudomonas capsulata 
2288 


plasmid A-P1:5R, mutants, nucleotide sequence, DNA biosynthesis, phage PI 
23 


(00. 

plasmid BR322 cloning vectors, Methanococcus voltae genes cloning, Escherichia 
coli gene expression 1920. 

F plasmid, ccdA gene, ccdB gene, cell division regulation, killer factor, 
Escherichia coli 4847. 

plasmid Clo DF13, partition, maintenance, copy number control, cell division, 
Escherichia coli 4288. 

plasmid CloDF13 cloning vectors construction, Escherichia coli, Bacillus subtilis 
1931. 

plasmid ColE1, copy number control, RNA inhibition, plasmid pBR322, mutants, 
Escherichia coli 4289. 

plasmid ColV2-K94, cloning, transposon Tn903, copy number control, recombination, 
restriction endonuclease mapping, bacteria 4162. . 

plasmid Ddp1. RNA biosynthesis, identification transcripts, developmental stages, 
Dictyostelium discoideum 4088. 

plasmid F, traY gene, traJ gene, amino acid sequence, Escherichia coli 2289. 

p plasmid, L factors, V factors, phages, conjugation, Vibrio cholera 4330. 

plasmid mMFY31, construction, gram-negative bacteria, Pseudomonas putida 2890. 

plasmid NAH7, nahR gene, operons, gene products, gene regulation, cloning, 
Escherichia coli 3400. 

plasmid NJ5000, Ti plasmid, cloning vectors, Agrobacterium tumefaciens 1413. 

plasmid omicron DNA, rep gene function, CEN3 locus, Saccharomyces 851. 

plasmid pACYC184, Escherichia coli, gene expression, cloning, 5-endotoxin 
genes, Bacillus thuringiensis subsp.israelensis 4941. 

plasmid pACYC184, hybridization, plasmid pZM3, cloning vectors, Zymomonas 
mobilis, characterization 3391. 

plasmid pACYC184, recombinase per 
partition, aon mapping, bacteria 41 

plasmid pACY 184, sbcB gene mutants, role DNA biosynthesis, Escherichia coli 3776. 

plasmid pAg396, Agrobacterium tumefaciens, agrocin, transformation, Rhizobium 
meliloti, use, biological control, crown gall 3877. 

plasmid pALS5000, Mycobacterium fortuitum, restriction endonuclease mapping, 
cloning, transformation, promoters, gene expression, Escherichia coli 4409. 

plasmid pANK-12, plasmid pANH-1, plasmid pPL2, cloning vectors, Escherichia coli 
4885. 

plasmid pANL replication origin, Anacystis nidulans, cloning vectors 
construction, Escherichia coli plasmid pDPL 13 1930. 

plasmid pAP42, copy number control, N-methyl-N’-nitro-N-nitrosoguanidine 
induction copy number mutants, genetic analysis, Escherichia coli 1902. 

plasmid pAPAS. gene regulation, gene transfer, Escherichia coli 3843 

plasmid pAT153, DNA, double-stranded, single-stranded, breaks production, ozone, 
Escherichia coli 1642. 

plasmid pAV5, Km gene, Tc gene, transposon Tn441, antibiotic resistance, gene 
mapping, Acinetobacter calcoaceticus 1655 
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Plasmids, (continued) y 

plasmid pBD64, Bacillus subtilis, use, cloning, genes, gene expression, phage 
SPO1 5438. 

plasmid pBL 1103-4, transformation, protoplasts, Triticum monococcum 5354. 

plasmid pBL1103-4, gene transfer, transformation, protoplasts, Triticum 
monococcum 1385. 

plasmid pBR 322, Tc gene, repeated sequence, site-directed mutagenesis 398 

plasmid pBR 322, tet allele, transformation, rec gene, Escherichia coli 1913. 

plasmid pBR322, bacteria, single-stranded DNA, double-stranded DNA, replication 
4764. 

plasmid pBR322, cloning, autolysins lyt gene, Streptococcus pneumoniae 2446. 

plasmid pBR322, cloning, genes, SSP gene, starvation proteins, Escherichia coli 
2449. 

plasmid pBR322, cloning, hamsters papovavirus, restriction endonuclease mapping, 
hybridization anaiysis, Escherichia coli 5404. ; 

plasmid pBR322, cloning, N-acetyineuraminate lyase genes, constitutive 
expression, Escherichia coli 2456. 

plasmid pBR322, cloning, orotate phosphoribosyltransferase pyrE gene, 
orotidine-5'-monophosphate production, Escherichia coli 5395. 

plasmid pBR322, cloning, threonine dehydratase tdc gene, Escherichia coli 2448. 

plasmid pBR322, clening, typtopnan trpB gene, Brevibacterium lactofermentum, 
gene expression, Escherichia coli 4939. 

plasmid pBR322, copy number control, mutants, RNA inhibition, DNA biosynthesis, 
plasmid pMBZ, plasmid ColE1, Escherichia coli 4289. 

plasmid pBR322, DNA cleavage sites nucleotide sequence mapping, site-directed 
mutagenesis, DNA gyrase, Escherichia coli 5461. 

plasmid pBR322, DNA condensation, spermidine, deoxyribonuclease | 4493. 

plasmid pBR322 DNA supercoiling, dansy! hydrazide trivaline, electron microscopy 
3270. 

plasmid pBR322, Escherichia coli, recombination, phage \ 3706. 

plasmid pBR322, gene amplification, deficient mutant, relA gene, Escherichia coli 
2896. 

plasmid pBR322, gene expression, DNA gyrase dependent, DNA methylation effects 
on, minicells, Escherichia coli 3837. 

plasmid pBR322, genes chimeras, protoplasts, Nicotiana tabacum 1386. 

plasmid pBR322, insertion sequence 1 insertion, nucleotide sequence specificity, 
Escherichia coli 5378. 

plasmid pBR322, man DNA, transformation, man enzymes, detection, frequency, 
stability, 3T3 cells, mice 2943. 

plasmid pBR322, mutagenesis, codons insertion, cloning, methodology 1408. 

plasmid pBR322, papilloma virus (bovine) containing, cloning vectors 
construction, mutation frequency 1932. 

plasmid pBR322, phage A, cosmids, hosts lysis, life cycle 1908. 

plasmid pBR322, plasmid pEAP2, cloning, endo-1,3-8-D-xylanase genes, 
Aeromonas, gene expression, extracellular levels, secretion, Escherichia coli 
5432. 


plasmid pBR322, protoplast fusion, plant cells 1926. 
plasmid pBR322, sbcB gene mutants, role DNA biosynthesis, Escherichia coli 3776. 


plasmid pBR322, single-stranded, + double-stranded DNA damage, mutagenesis 4589. 


plasmid pBR322, Streptomyces quigfengmyceticus transformation, gene expression 
4888. 
plasmid pBR322, transformation, cloning vectors, B-D-galactosidase genes 
markers, Streptococcus thermophilus 3905. 
plasmid pBR322, transposon Tn10, gene regulation, promoters, cloning vectors 
7 


plasmid pBR325, cloning, Bacillus subtilis exo-1,4-B-D-xylosidase xynB gene, 
gene expression, Escherichia coli 2919. 

plasmid pBR325, cloning, transposon Tn903, copy number control, recombination, 
restriction endonuclease mapping, bacteria 4162. 

plasmid pBR327, a-amylase genes, Bacillus subtilis, Bacillus 
amyloliquefaciens 4863. 

plasmid pBR327 cloning vectors, synthetic single-stranded DNA cloning 2402. 

plasmid pBT1, cloning vectors, antibiotic resistance, amikacin, sulfomycin, 
genetic markers, Streptomyces griseobrunneus 4372. 

plasmid pBWH1, restriction endonuclease mapping, Escherichia coli, 
characterization 264. 

plasmid pCE1, nitrogen fixation, integration, chromosomes, phage Mu transfection, 
Escherichia coli 2386. 

plasmid pCF20, TOL plasmid, xyiR gene, xylS gene, mutants, gene expression, 
cloning, nucleotide sequence, Pseudomonas putida 4927. 

perc pCK1, Streptococcus lactis, cloning vectors, cloning, Bacillus subtilis 

70. 
re pCK17, Streptococcus lactis, cloning vectors, cloning, Bacillus subtilis 


plasmid pCK21, Streptococcus lactis, cloning vectors, cloning, Bacillus subtilis 


plasmid pColV, aerobactin biosynthesis, genes, identification, cloning, plasmid 
pColV, Escherichia coli 2253. 

posit Rion Bacillus subtilis gene libraries, cloning vectors, Escherichia 
coli : 

— pCT70, genetic control, prochymosin, gene expression, Escherichia coli 

Laren pC194, bacteria, single-stranded DNA, double-stranded DNA, replication 

plasmid pC194, genetic control, segregation, Bacillus subtilis 4306. 

Plaereis pC194 mutation, deletion incidence, Bacillus subtilis, Escherichia coli 

plasmid PC194 transfer, recombination deficient mutant, deletion sites, cold 
sensitivity, Bacillus subtilis 4338. 

plasmid pDC251, phage Mu mutagenesis, virulence, deficient mutant, Erwinia 
stewanti 1363. 

plasmid pDPL 13, Escherichia coli, cloning vectors construction, Anacystis 
nidulans plasmid pANL replication origin 1930. 

plasmid pDR540, phage T4 polyribonucleotide synthetase(ATP) structure 
investigations, Escherichia coli 3959. 

plasmid pDSP1 zag vectors construction, eukaryotes genes, +regulatory 
elements analysis 4378. 

plasmid pEG2S, cloning, rho gene, mutants, RNA biosynthesis termination, gene 
expression, Escherichia coli 4411. 

plasmid pER1, gene mapping, tetrahydrofolate dehydrogenase, tetrahydrofolate 
dehydrogenase dfrA gene, Bacillus subtilis 700. 

plasmid pE194, Staphylococcus aureus, cloning, Saccharomyces cerevisiae 4758. 

plasmid pFM205, gene transfer, pili antigens, Salmonella typhimurium, live 
vaccines 2424. 

plasmid pGKL1, plasmid pGKL2, killer factor production, Kluyveromyces lactis, 
Kluyveromyces fragilis, Candida pseudotropicalis 379. 
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plasmid pGL30, cloning, autolysins lyt gene, Streptococcus pneumoniae 2446. 

plasmid pGU100, association, cadmium, resistance, Pseudomonas putida 381. _ 

plasmid pGO1, drug resistance, trimethoprim, Staphylococcus, cloning, Escherichia 
coli 2860. 

plasmid pHG31-a, autotrophy, thallium resistance, conjugation, Nocardia opaca 
4331. 

plasmid pHG33, autotrophy, thallium resistance, conjugation, Nocardia opaca 4331. 

plasmid pHSG415, cloning, recN gene, Escherichia coli 2248. crete | 

plasmid pHSG664, cloning vectors, selection, streptomycin, ampicillin antibiotic 
resistance 3906. ’ 

plasmid pHTLV 707, gene expression, T cell leukemia virus cDNA, nucleotide 
sequence, cloning vectors 597. ‘ 

plasmid pHV1301, cloning, U.V. radiation resistance genes, Streptococcus lactis 
1382. 

plasmid pHV33, bacteria, single-stranded DNA, double-stranded DNA, replication 
4764 

plasmid pHV33, transformation, protoplasts, mutanolysin, lysozyme, methodology, 
Bacillus 4849. . : 

plasmid pHY300PLK, cloning vectors construction, Escherichia coli, Bacillus 
subtilis 3393. 

plasmid pHZ100, cloning, 8-D-glucosidase, cellulase, Clostridium 
acetobutylicum, gene expression, Escherichia coli 3933. 

plasmid pIAA, indoleacetic acid-lysine synthetase iaa L gene, cloning, gene 
expression, gene mapping, Pseudomonas syringae savastanoi 4376. 

plasmid plJ101, Streptomyces lividans, promoters plasmids, Streptomyces 
coelicolor RNA polymerase interaction 1456. 

plasmid plJ2, cloning vectors, transformation, protoplasts, Streptomyces 
granaticolor 3376. 

plasmid plJ350, cloning vectors, transformation, protoplasts, Streptomyces 
granaticoior 3376. 

plasmid plJ365, transformation, protoplasts, lysozyme, B-lactam antibiotics, 
methodology, Streptomyces wadayamensis 4343. 

plasmid plJ385, cloning, N-methyl-L-glucosamine biosynthesis gene expression, 
role, streptomycin biosynthesis, Streptomyces bikiniensis 4937. 

plasmid plJ702, transformation, protoplasts, lysozyme, B-lactam antibiotics, 
methodology, ae a wadayamensis 4343. 

plasmid pIL204, methodology, protoplasts transformation, Streptococcus lactis 
4387. 

plasmid pIP1433, kanamycin gene aphA-3, antibiotic resistance, Campylobacter 
coli, cloning, nucleotide sequence, Bacillus subtilis, Escherichia coli 2651. 

plasmid pJP102, transformation, gene transfer, cloning vectors, Neurospora crassa 
904. 

plasmid pJR2, glutamate dehydrogenase am gene, cloning, gene expression, 
transformation, Neurospora crassa 912. 

piasmid pJS1035, Rhizobium meliloti, nod C gene, cloning, Escherichia coli, gene 
expression, membranes proteins 4414. 

plasmid pKD1, 2. plasmid like, inversion segments, Kluyveromyces 
drosophilarum 4650. 

plasmid pKM101, ard gene, restriction endonuclease mapping, Escherichia coli 
4163. 

plasmid pKZ17, restriction endonuclease mapping, sfrB gene, gene expression, gene 
regulation, mutants, Escherichia coli 3408. 

plasmid pLC14-28, restriction endonuclease mapping, sfrB gene, gene expression, 
gene regulation, mutants, Escherichia coli 3408. 

plasmid pLD25 containing LEU2 gene, integration transformation, mutants, Yarrowia 
lipolytica 3934. 

plasmid pLD720, cloning vectors, kanamycin antibiotic resistance, Escherichia 
coli 4883. 

lige PLGV, transformation, protoplasts synchronization, Nicotiana tabacum 
1387. 

plasmid pLGV23neo, Escherichia coli, liposomes, protoplast fusion, 
transformation, Nicotiana tabacum 3369. 

ert pLG221, Collb-P9, transposons, genetic engineering, Pseudomonas putida 
1 i % 

plasmid pLG4, DNA biosynthesis fragments, fungi 2865. 

plasmid pLP712, phospho-B-D-galactosidase genes, Streptococcus lactis, 
cloning, gene expression, Escherichia coli 2444. 

plasmid pLS101, cloning vectors, recombinants isolation 899. 

plasmid pLWO6, formate dehydrogenase fdhF gene, cloning, restriction endonuclease 
mapping, Escherichia coli 4704. 

plasmid pMBZ, copy number control, RNA inhibition, plasmid pBR322, mutants, 
Escherichia coli 4289. 

plasmid pMB3, kil gene insertion activation, gene expression effects on proteins 
excretion, Escherichia coli 5324. 

plasmid pMccB17, microcin B17, effects on, DNA biosynthesis, SOS repair, 
Escherichia coli 2311. 

plasmid pMG101, construction, Gluconobacter suboxydans, Escherichia coli 2891. 

plasmid pMHBS stability, hepatitis B surface antigen gene expression, media 
(culture) effects on, Saccharomyces cerevisiae 3871. 

plasmid pMI10, restriction endonuclease mapping, «-amylase production, 
Bacillus subtilis 3202. 

gre PMMB34, cloning, cellulase cel gene, gene mapping, Erwinia chrysanthemi 

plasmid pMM102, cloning vectors, microcin B17 genes, growth inhibition, 
Escherichia coli 4377. 

plasmid pNE131, antibiotic resistance, constitutive gene expression, gene 
mapping, restriction endonuclease mapping, erm gene, nucleotide sequence, 
Staphylococcus epidermidis 3358. 

plasmid pNF101, Saccharomyces cerevisiae, Cloning, transformation, RAD10 gene, 
nucleotide sequence, gene expression, Escherichia coli 2939. 

plasmid pNH602, electron microscopy, restriction endonuclease mapping, mutants, 
copies, Escherichia coli 3223. 

plasmid pNNL, cosmids, cloning vectors, insertion sequence 1, fragments, 
nucleotide sequence 4886. 

plasmid pOD118, raf operon, Escherichia coli, plasmid R68.45, cloning, Zymomonas 
mobilis 3405. 

Plast PONS. DNA fragments insertion, transformation, methodology, Escherichia 
coli 

plasmid pQU71, enhancement, Escherichia coli, hemolysin, production 876. 

plasmid pPL1017, transposon Tn917, transposition mutagenesis, transduction, 
Bacillus chromosomes, antibiotic resistance 1364. 

plasmid pPM431, hemolysis genes, DNA homology, restriction endonuclease mapping, — 
gene regulation, Vibrio cholerae 4161. 

plasmid pPM471, hemagglutinins, genes, cloning, gene expression, Escherichia 
coli, Vibrio cholerae 4917. 


— ee 


180 


Biochemistry Abstracts 2 vol. 16 
eee ee 


Plasmids, (continued) Plasmids, (continued) 


plasmid pPY98, cloning, mnt gene, phage P22, mutants, 
N-methyI-N'-nitro-nitrosoguanidine 5083. 

plasmid pR, uvp1 region, uvp2 region conjugation, U.V. radiation resistance, mice 
cell lines, Escherichia coli 3794. 

plasmid pRi, Agrobacterium thizogenes, transformation, Rhizobium leguminosarum 
trifolii, nodulation, nitrogen fixation, Trifolium 4846, 

plasmid pRiA4, T region DNA, identification hairy root locus, cloning Escherichia 
pl probecierum rhizogenes 4433. 

plasmid pRi1855 Solanum tuberosum, DNA expression, specific! 
eteden ey pI i pecificity organs, Solanum 

a PRK 290, transformation, competence, methodology, Azospirillum brasilense 


plasmid pRL1Jl, nodF gene, nodD gene, nodulation, nucleotide sequence, gene 
expression, gene regulation, Rhizobium leguminosarum 4166. 

plasmid pRM-2, transformation, a-D-glucosidase, MAL 2-8 gene, cloning, 
Saccharomyces cerevisiae 2935. 

plasmid pRM-4, transformation, cloning, a-D-glucosidase MAL4 gene, gene 
expression, Saccharomyces cerevisiae 2940. 

erat PRO10, gene polC, cloning, mutants, gene expression, Bacillus subtilis 

plasmid pRP19.6, insertion sequences, characterization, cloning, integration, 
excision, Escherichia coli 1914. 

plasmid pRP24JI, polysaccharides inhibition psi gene, gene expression, Rhizobium 
leguminosarum phaseoli 2398, 

plasmid pRR2119, site-directed mutagenesis, ribulosebisphosphate carboxylase, 
active sites, metals binding, Rhodospirillum rubrum 2886. 

plasmid pRW001, curing, toxin B etb gene, cloning, gene expression, 
Staphylococcus aureus 3410. 

plasmid pRW1, plasmid pBR322, transformation, Yarrowia lipolytica 880. 

Plasmid pRW751, negative supercoiling DNA, conformation junctions segments 
recognition, osmium tetroxide 1282. 

plasmid pR4C1+phage R4 cosmids, cloning vectors construction, Streptomyces 
lividans 2422. 

plasmid pSA1002, Escherichia coli, genes, cloning, gene expression, Vibrio 
cholerae 2925. 

plasmid pSB 24.1, cloning vectors, Streptomyces rimosus 2892. 

plasmid pSB3, gene expression, enzymes, Zygosaccharomyces rouxii 4616. 

plasmid pSC101, insertion sequence |S101 inverted repeat, cointegration, 
Escherichia coli 1723. 

plasmid pSC101, nucleotide sequence, replication origin 702. 

plasmid pSH2, pili attachment, mutants, restriction endonuclease mapping, 
Escherichia coli 4680. 

ipo pSH71, Streptococcus lactis, cloning vectors, cloning, Bacillus subtilis 

plasmid pSS-2, transposon Tn4351, integration chromosomes, Bacteroides 2873. 

plasmid pSym, DNA repeated sequence, Rhizobium leguminosarum var.trifolii 2250. 

plasmid pSym, nitrogen fixation fix gene, gene mapping, Rhizobium meliloti 2281. 

plasmid pSym, restriction endonuclease mapping, repeated sequence, Rhizobium 
fredii 4148. 

plasmid pSym 191, gene mapping, nodulation nod gene, nitrogen fixation nif gene, 
mutants, Bradyrhizobium japonicum 1278. 

plasmid pTi Ach5, Agrobacterium tumefaciens, DNA insertion, +expression, 
+transmission (seed), transformation, Nicotiana plumbaginifolia 4333. 

plasmid pTi, cloning vectors, Glycine max heat shock proteins genes, 
transformation, tumor cells, Helianthus annuus 3419. 

plasmid pTiAg162, host range, genetic analysis, Agrobacterium tumefaciens 2399. 

plasmid pTiBo542, cloning, gene libraries, restriction endonuclease mapping, 
virulence genes, Agrobacterium tumefaciens 4685. 

plasmid pTiC58 virulence enhancement, plasmid TiB653 identification, 
Agrobacterium tumefaciens 2372. 

plasmid pTiT37, oncogenes, border sequences, transformation, virulence, 
Agrobacterium tumefaciens 4339. ; f 

plasmid pTR2030, conjugation, effects on phages infection resistance, dairy 
starters, Streptococcus cremoris 1376. , 

plasmid pTR2030 transfer, phages resistance genes, Streptococcus cremoris 
transformation 3372. P 

plasmid pTV1, transposon Tn917, transposition, cloning, Bacillus 
amyloliquefaciens 4400. 7 ! 

plasmid pT181+plasmid pC221 replicons, nucleotide sequence, gene expression, 
Staphylococcus aureus 1705. ; mer 

plasmid pUA466, antibiotic resistance tetracycline, Campylobacter jejuni, — ; 
cloning, restriction endonuclease mapping, gene expression, Escherichia coli 
2931. 

plasmid pUB110, transformation, protoplasts, mutanolysin, lysozyme, methodology, 
Bacillus 4849. i 

plasmid pUB112, chloramphenicol acetyltransferase cat gene, gene regulation, 
ribosomes binding, reonit wenger aureus 4815. 

plasmid pUC19, superhelix DNA structure transitions, pH, 
nomopurine +homopyrimidine, Paracentrotus miliaris 245. 

plasmid pUH84, lysis Nader phage ©X174, cloning vectors 4879. _ 

plasmid pUN82, transformation, liposomes, protoplasts, calcium chloride, 
Escherichia coli, Bacillus subtilis 3377. . - J 

plasmid pUR222, +phage M13, hybrids DNA, formation coat protein, +phages like 
particles, transformation, Escherichia coli 4432. . , 

plasmid pVA 1343, sucrose-6-phosphate hydrolase scrB gene, cloning, Escherichia 
coli, Streptococcus mutans, gene expression 4410. ae 

plasmid pX mutants, stability, polymerization, Saccharomyces cerevisiae 1676. 

plasmid pX02, endodeoxyribonuclease EcoK restriction-modification, recA protein, 

hage » 4773. 

pes 2 pZMB, hybridization, plasmid pACYC184, cloning vectors, Zymomonas 
mobilis, characterization 3391. hes 

plasmid p0M1, Butyrivibrio fibrisolvens, restriction endonuclease mapping, 
cloning, transformation, Escherichia coli 3378. 

plasmid P1dR, phage P1 Ap Cm, gene amplification, insertion sequences, bacteria 
3366. 


F plasmid, replication, copy number contract, E gene, gene mapping, operators 
1358. ; ; 

plasmid Ri, Agrobacterium rhizogenes, integration, cloning, nucleotide sequence, 
hybridization analysis, Convolvulus arvensis 2661. : ; 

plasmid RK2, trfA gene, temperature-sensitive mutant, DNA biosynthesis, complex 
cell membranes, Escherichia coli minicells 3779. _ 

plasmid RP4, DNA primase, pri gene, complementation tests, role conjugation 3778 

plasmid RP4, transposon Tn5 mutagenesis Pseudomonas aeruginosa, mobilization 
recombinants 5379. 

plasmid R1, CopB protein, isolation, mapping binding sites, copy number control, 


Escherichia coli 3997 

plasmid R1, replicons transcription, RNA biosynthesis, Escherichia coli 4081 

plasmid R100, cloning finP gene, traM gene, nucleotide sequence. conjugation, 
Escherichia coli 3651. 

plasmid R100, mercury(Ill) resistance operons, DNA nucleotide sequence analysis, 
comparison transposon Tn501 3661 

plasmid 1162, proteins, effects on, copy number control, gene mapping, 
Pseudomonas aeruginosa, Escherichia coli 2630 

plasmid R144, gene expression, protein biosynthesis, membrane proteins, 
regulation, Escherichia coli 1876 

plasmid R15, peas mobility, characterization 5240. 

plasmid R300B cloning vectors construction, antibiotic resistance genes cloning, 
gram-negative bacteria 1933. 

pene R46, B-lactamase genes, nucleotide sequence, Salmonella typhimurium 

plasmid R6K, curing, drugs, DNA inhibition, role, ONA repair 4776. 

plasmid R6K, replication initiation proteins, binding replication origin, effects 
on secondary structure, +tertiary structure 5498 

eps R6K, replication origin, pir gene gene products binding, Escherichia coli 

i R64, DNA, restriction endonuclease mapping, inversion, Escherichia coli 

plasmid R68.45, plasmid pOD118, raf operon, Escherichia coli, cloning, Zymomonas 
mobilis 3405. 

plasmid R751, transposon Tn4351, integration chromosomes, Bacteroides 2873 

Plasmid R906, gene mapping, cloning, transposons, bacteria 1660. 

plasmid SVP1, conjugation, gene mapping, Streptomyces venezuelae 4839. 

plasmid SVP2, conjugation, gene mapping, Streptomyces venezuelae 4839. 

plasmid SVP3, conjugation, gene mapping, Streptomyces venezuelae 4839 

plasmid TiB653 identification, plasmid pTiC58 virulence enhancement, 
Agrobacterium tumefaciens 2372 

F plasmid, traYZ promoter, traM gene, finP gene, trad gene, traY gene, nucleotide 
sequence, Escherichia coli 3237. 

plasmid TRP1ARS1, nucleosomes, spatial distribution, nucleoproteins interaction, 
yeasts 2480. 

plasmid Y1p333 containing LYS2 gene, integration transtormation, mutants, 
Yarrowia lipolytica 3922. 

plasmid Yip5, DNA, mitochondria, cloning, Absidia glauca, transformation, 
Saccharomyces cerevisiae 4901. 

plasmid Yip, identification autonomously replicating sequence Trypanosoma, CF29 
nucleotide sequence conservation 4785 

plasmids pULB113, conjugation frequency, gene mapping, Aeromonas hydrophila 3234 

plasmids TiC58, Agrobacterium rhizogenes, cloning vectors, replication origin, 
transformation, Agrobacterium tumefaciens 2240. 

pPg2 plasmid, R factors, cloning, trimethoprim drug resistance genes, Pseudomonas 
syringae glycinea 2455. 

pRK2013 plasmid, mutagenesis, transposons, bacteria 2409 

probes, DNA repair, Saccharomyces cerevisiae 1821. 

pSC101 plasmid, rep gene, gene regulation 2807. 

Pseudomonas aeruginosa isolation, cystic fibrosis, M form, gene transfer, man 
4216. 

pSVS dhfr, recombinants, or B surface antigen S gene, man serum albumin 
receptors, transformation, CHO cells 881. 

pTiC58 plasmid, virulence regions, hdv locus, nucleotide sequence, polypeptides 
products, Agrobacterium tumefaciens 4292. 

pTiT37 plasmid, deletion, effects on plants tumorigenicity, Linum usitatissimum, 
Kalanchoe tubiflora, Nicotiana tabacum 2800. A 

purification, characterization scrB gene, sucrose 6-phosphate hydrolase, 
Streptococcus mutans 5357. 

purification, screening, methodology 4583. 

pWW15 plasmid, Pseudomonas putida, deletion mutant, toluene, xylene, catabolism, 
hybridization analysis, revertants 1654. 

R1 plasmid, plasmid pUW942, conjugation, mutase nee, transposon Tn501, 
transposon Tn7, Bradyrhizobium japonicum 1404. 

R1-19 plasmid, traM gene, finP gene, trad gene, traY gene, nucleotide sequence, 
traYZ promoter, Escherichia coli 3237. 

recD gene role recombination, recBC nuclease, Escherichia coli 4597. 

recombinants, DNA biosynthesis determination, radioactive labelling, restriction 
endonuclease mapping, concatamers, virions, Tupaia herpesvirus 5268. 

recombinants Saccharomyces cerevisiae, Saccharomyces cerevisiae expression 
signals, man a1-antitrypsin genes, gene expression, Saccharomyces cerevisiae 
2941. 

recombination, cloning vectors, diuron resistance, transformants, Saccharomyces 
cerevisiae 4384. : 

recombination, conjugation, Haemophilus influenzae 382. 

recombination, transformation, Bacillus subtilis, Escherichia coli 4845. 

replication, bacteria, reviews 5001. 

replication, role, DNA, nucleotide sequence, Candida utilis, Saccharomyces 
cerevisiae 4167. 

rescue, DNA homology, transformation frequency, cloning vectors, Streptococcus 
mutans 3375. 

restriction endonuclease mapping, urease, glutamate dehydrogenase, Bacillus 
badius 4237. ; 

Rhizobium leguminosarum, hydrogenase mutants, transposon Tn5-mob, mutagenesis 
1937. 

Ri plasmid, Agrobacterium rhizogenes, induction Solanum tuberosum transformation, 
aneuploidy, phenotypes changes 3880. 

Ri plasmid, Agrobacterium rhizogenes, Nicotiana tabacum, transformation, gene 
expression, Nicotiana tabacum 2396. t 

Ri plasmid, genetic analysis, Agrobacterium rhizogenes induction, roots growth 
696. 


R6K plasmid, pir gene mutants, DNA biosynthesis initiation proteins, gene 
mapping, bacteria 4763. 

RNA biosynthesis, rrnB operon, lacUV5 promoter, ribosomes, RNA polymerase, 
Escherichia coli 4090. 

mRNA, nucleotide sequence identification. transcripts mapping, Saccharomyces 
cerevisiae 1061. 

Saccharomyces cerevisiae ARG4 gene gene expression, transformation, Candida 
maltosa, Pichia guilliermondi 1955. 

Saccharomyces cerevisiae, segregation, effects on, DNA fragments, Caenorhabditis 
elegans 2436. 

Saccharomyces cerevisiae, segregation, effects on, DNA fragments, Caenorhabditis 
elegans 2450 

Salmonella, plasmid scr-53, sucrose metabolism, cloning, Escherichia coli 2457 

c-src gene, gene expression, effects on cells growth, transformation, polyoma 
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Plasmids, (continued) 

virus transformed cells, rats 5418. : 

stability, gene expression, cloning, aspartate ammonia-lyase, overproduction, 
Escherichia coli 1941. 

stability, gene expression, temperature effects on, Bacillus subtilis, Bacillus 
stear rmophilus 2091. ‘ ; 

stability, URA3 gene+FUR1 gene, double deficient mutant, a1-antitrypsin gene 
expression, continuous culture, Saccharomyces cerevisiae 4934. 

suicide vectors, insertion site-directed mutagenesis, enzymes induction, 
chondroitin AC lyase, Bacteroides thetaiotaomicron 4869. 

Supercoving Z-form DNA detection, enzyme-linked immunosorbent assay 
methodology, growth hormone promoters, rats 2123. ‘ t 

Sym plasmid, rearrangement genes, effects on nif gene, nodulation, nitrogen 
fixation 4789. y ; 

T1 plasmid, R1 plasmid, Agrobacterium tumefaciens, Agrobacterium rhizogenes, 
transformation, host range, Glycine soja, cultivars, Glycine max 875. 

Ti plasmid, Agrobacterium, promoters detection, kanamycin kinase npt-Il gene 

sion, Nicotiana tabacum 4852. 
Ti plasmid, Agrobacterium tumefaciens spheroplasts, transformation, protoplasts, 
a sativa 3875. 

Ti plasmid, Agrobacterium tumetaciens, T- DNA gene fusion, gene expression, 
cloning vectors, Nicotiana tabacum 5410. ; 

Ti plasmid Agrobacterium tumefaciens T-DNA homology plasmid pSym, Rhizobium 

edii 5133. 

Ti plasmid, Agrobacterium tumefaciens, transformation, Arabidopsis thaliana, 
Nicotiana, Solanum tuberosum, Lycopersicon esculentum 4341. 

Ti plasmid, Agrobacterium tumefaciens, transformation, insertion, genomes, 
Helianthus annuus 4854. 

Ti plasmid, Agrobacterium tumefaciens, virulence, promoters, plants products 
5360 


Ti plasmid, agrocin sensitivity, detection, conjugation, transfer, Agrobacterium 
tumefaciens 5359. 

Ti plasmid, antibiotic resistance, transposons, transformation, cloning, 

robacterium tumefaciens 3380. 

Ti plasmid, cauliflower mosaic virus recombinants, restriction endonuclease 
mapping Agrobacterium tumetaciens, Brassica 4707. 

Ti plasmid, cioning, transformation, transposons, Lycopersicon esculentum, 
Nicotiana tabacum 5408. 

Ti plasmid, sags vectors, Agrobacterium tumefaciens, Agrobacterium rhizogenes, 
transformation, Lycopersicon esculentum, Medicago 3382. 

lasmid, DNA, transformation Solanum tuberosum, tissues, poly(A)-containing 

INA levels, Agrobacterium tumefaciens 4844. 

Ti plasmid, gene transfer, transformation, Zea mays, Agrobacterium tumefacieris 
4842. 

Ti plasmid, poco genes: growth regulators, transformation, Agrobacterium 
tumefaciens E 

Ti plasmid, Ri plasmid, use, genetic engineering plants, research predictions, 
reviews, Agrobacterium tumefaciens, Agrobacterium rhizogenes 4006. 

Ti plasmid, transformation, Agrobacterium tumefaciens, Phaseolus vulgaris 
phaseolin, gene transfer, Solanum tuberosum 3873. 

Ti plasmid, transmission, integration, DNA, eukaryotes, nucleotide sequence, 

robacterium tumefaciens 4848. 

Ti plasmid, vir gene, DNA circles, Agrobacterium tumefaciens, gene expression, 
iat regulation, cloning, galK gene, laci gene, Escherichia coli 4825. 

TOL plasmid, genetic control, aromatic acids oxidation intermediates, Pseudomonas 


tida 4296. 

ToL plasmid, Pseudomonas pulices toluate-1,2-dioxygenase xylD gene, 
3,5-cyclohexadiene-1 ,2-diol-1-carboxylate dehydrogenase xylL gene, cloning, 
benzoic acid biodegradation, Escherichia coli 925. 

TOL plasmid, Pseudomonas putida, transcription, nucleotide sequence, operons, 
xyIDEGF operon 684. 

TOL plasmid pWWO, mutants, xyl operon, complementation, gene mapping, gene 
regulation, Pseudomonas putida 1661. 

AtraF’ plasmid, recombination sites, conjugation, nucleotide sequence, oriT 
gene, bacteria 2232. 

transformation, Acetabularia mediterranea, gene fusion, promoters, tubulin genes, 
Chlamydomonas reinhardtii 5356. 

transformation, aminoglycoside 3'-phosphotranstferase genes, spheroplasts, 
Cephalosporium acremonium 878. 

transformation, Bacillus subtilis, cloning, genes, outer membranes proteins, 
Escherichia coli 3876. 

transformation, Cochiiobolus heterostrophus protoplasts, Aspergillus nidulans 
amdS gene 1916. 

transformation, complementation, adenosinetriphosphatase subunits genes, 
Schizosaccharomyces pombe 674. 

transtormation, Escherichia coli, Acinetobacter calcoaceticus 1380. 

transformation, Gramineae 4850. 

transformation, proteins gene expression, auxotrophs mutants, Saccharomyces 
cerevisiae 4383. 

transformation, procopiasts, plant cells 2897. 

transposon Tn10, tet ne, tetS gene, mutants promoters, RNA biosynthesis, 
rates, Escherichia coli 1092. 

transposon Tn21, resolvase protein biosynthesis, cloning, Escherichia coli 1938. 

ep.operom cloning, gene expression, radioactive labelling, Escherichia coli 


Ti 


use, gene mapping, rRNA genes, Bacillus subtilis 124. 

virulence, invasiveness, DNA, cloning, Escherichia coli, Shigella flexneri 1438. 

virulence restriction endonuclease mapping, evolutionary genetics, Salmonella 

_ dublin, Salmonella typhimurium 1177, 
viruses, cloning vectors, plasminogen activator light chains gene transfer, gene 
_ expression, man 5437. 
visna virus restriction-modification DNA fragments, cloning, herpes simplex virus 
1, SV40 2936. 

Piasmi activator, 

light chains genes, gene transfer, gene expression, man 5437. 

MRNA activation, developmental stages, oocytes, rats, mice 3137. 
Plasmodium berghel, 

DNA topoisomerase, purification, characterization, DNA cleavage, antimalarial 

agents effects on 4975. 

genomes, DNA cloning, telomeres, +r 

malaria, isoenzymes, 

nucleotide sequence, 
Plasmodium cynomoigl, 

cell surface antigens CS gene, cloning, gene expression, nucleotide sequence 405. 
Plasmodium falciparum, 

adenine phosphoribosyitransferase gene expression, infected L cells, mice 1862. 


{ ated sequence identification 4222. 
ing, repetitive DNA 4168. 
INA, repeated sequence 236. 


Plasmodium falciparum, (continued) 7 
blood stages, antigens, cDNA gene libraries, phages cloning vectors, gene 
expression Escherichia coli 4417. ' 
classification, DNA hybridization analysis, antigens genes probes 2638. 
detection, tool use, DNA probes 4230. 
ONA biosynthesis, X radiation sensitivity 2753. ’ 
DNA rearrangement effects on chromosomes es of use electrophoresis 764. 
DNA, repeated sequence, nucleotide sequence 1694. - ae : 
malaria, antigens, CDNA cloning, immunofluorescence, screening, Escherichia coli 
3402. 
merozoites, cell surface antigens precursors genes, cloning, nucleotide sequence, 
polymorphism identification 4674. 
RNA, mRNA, protein biosynthesis, cell-free system 164. 
Plasmodium knowlesi, : ‘ ; 
an antigens genes, Escherichia coli gene expression, bacteria promoters 
4 


CS gene, Saccharomyces cerevisiae ADH1 gene, construction plasmids cloning 
vectors 935. 
Plaamodium yoellil, 
malaria, isoenzymes, typing, repetitive DNA 4168. 
Plastids, _— Sats 
cytoplasm, nuclei, mitochondria, DNA, rRNA genes, hybridization analysis, Pisum 
sativum 1150. 
ONA, cloning, restriction endonuclease TEP PIOD: Lycopersicon esculentum 3762. 
ONA, restriction endonuclease mapping, Pelargonium zonale, Zea mays, Nicotiana 
tabacum 725. ye 
DNA, rRNA genes, chloroplasts proteins genes, gene mapping, hybridization 
analysis, Lycopersicon esculentum 3765. 
genes, transcription, MRNA, rRNA, levels, Lycopersicon esculentum 1077. 
nucleotide sequence apocytochrome { genes, Oenothera hookeri 4722. ; 
segregation, somatic cells hybrids, DNA, hybridization analysis, Datura innoxia 
2672 


Plastocyanin, 
cytochrome c552, mRNA detection, copper effects on regulation, Chlamydomonas 
reinhardtii 4797. 
Platelet-derived growth factor, 
gene expression, regulation, BALB/c mice 2332. 
gene expression, sis gene, hybridization analysis, endothelium cells, cattle, man 
859. 
induction, nucleoproteins accumulation, fibroblasts, laboratory animais 466. 
relationship oncogenes, role carcinogenesis, platelet-derived growth factor 
reviews 1516. 
c-sis gene, c-myc gene, gene regulation, trophoblasts, placenta, man 1333. 
c-sis gene, cDNA nucleotide sequence, steroids regulation, hamsters 2178. 
synthesis, DNA biosynthesis, breast carcinoma, tumor cell lines 1842. 


Platelets, 
derivatives, See factors, B chain, expression, endothelium cells, man 3746. 
extracts, inhibition DNA biosynthesis, endogenous factors, stimulation DNA 


biosynthesis, hepatocytes, rats 1288. 
growth factors, competence genes, double-stranded RNA, gene regulation, 3T3 cells 
4294. 
‘ a mitochondria, DNA detection methodology, oocytes, Bufo arenarum 3600. 
inum, 
binding DNA, effects on structure, C.D., polarography 3162. 
derivatives, DNA structure damage, induction, lysyl-tryptophyl-a-lysine 
recognition 213. 
guanine binding, sites, effects on conformation 1520. 
Plectonema boryanum, 
nit Nn fixation nif gene, gene mapping 2636. 
Pleural fluid, 
effusion, fluorouracil permeation, breast carcinoma, females, man 18. 
Pleurodele, 
denervation effects on regeneration, DNA biosynthesis, blastema 306. 
Pleurodeies waltil, 
oocytes nuclei, microinjection actin antibodies, + actin binding proteins, actin 
role transcription lampbrush chromosomes 2414. 
Pleuronectes pi 
lymphocystis virus identification, DNA length, electron microscopy measuring 
techniques 4754. 
Pleurotus ostreatus, 
protoplast fusion, Pleurotus salmoneo-stramineus, interspecific hybridization, 
characterization 4867. 
Pleurotus salmoneo-stramineus, 
protoplast fusion, Pleurotus ostreatus, interspecific hybridization, 
characterization 4867. 
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